Integration of Clostridium acetobutylicum n-Butanol Synthetic Enzymes into the Genome of Thermobifida fusca
With rising environmental concerns, biofuels produced from sustainable or waste products have great potential to be novel and dependable energy sources.  n-Butanol has a greater octane rating than traditional petrol fuels and is naturally produced from cellulose in the metabolism of the obligate anaerobe Clostridium acetobutylicum.  This process has several limitations that are eliminated by the prospect of engineering this metabolic network into a more efficient organism.  Thermobifida fusca is a thermophilic aerobe that is capable of digesting cellulose and associated polymers of glucose (chitin, chitosan). The initial goal for this project is developing a reliable protocol and vector for introducing foreign genes into T. fusca.  The second will evaluate the transformation and consequent n-butanol production compared to substrate consumption.
