Introduction


From the development of alcoholism to the transformation of a healthy cell into tumor cell, on a molecular basis, every state of the human body arises from changes in proteins produced, which, in turn, is affected by the genes that are being expressed in a given cell under certain conditions.  By understanding the genes that are affected by a given event, researchers can find target proteins for inhibition or activation by a drug to change the way in which the body reacts to the event.

Summer Summary


An increasingly common way to find answers to gene expression is by microarray.   Oligonucleotide microarrays allow researchers to examine the relative expression level of thousands of genes simultaneously.  If this technology is reliable, it can provide a huge insight to the regulation of genes for a given situation.  

Specifically, the lab in which I was used microarrays to look at differences in gene expression between two inbred mouse strains (namely, C57 Black 6 or C57/BL6 and DBA) that have different behavioral reactions when treated with ethanol.  Microarrays measure the amount of gene expressed by the amount of complimentary DNA (cDNA) that anneals to a complimentary sequence on the chip.  But the different inbred strains are not genetically identical.  In addition to other possible genetic differences, they may have one nucleotide mismatches.  These are called single nucleotide polymorphisms or SNPs.  If a SNP were to occur in the target sequence (the part of the gene that anneals to the microarray) would that affect the annealing of the cDNA to the array enough to alter the perceived relative expression of the gene?

In order to answer this question I found genes that were differentially expressed in a manner that suggested that the difference could be a false positive caused by SNPs: genes for which a difference in expression was reported regardless of cellular environment.  I selected twenty-one candidate genes from genes that were differentially expressed in a consistent manner in saline-treated animals of the two strains across all brain regions examined (the prefrontal cortex, the nucleus accumbens and the ventral tegmental area.)


For each of the candidate genes I took the sequence that Affymetrix was using for probes, and the sequence of each of the two mice strains.  I then aligned the three sequences.   Of the eight genes for which I could find sequence data for the entire target sequence, five had at least one SNP that affected at least one probe.  In addition, of the seven genes for which at least partial sequence data was available for the target sequence in each strain, three had at least one probe affected by a SNP.  I selected three of the five genes for which there was complete sequence information in both strains and that were affected by SNPs.  The genes I selected were Aldehyde Dehydrogenase family 9, subfamily a1 (ALDH9a1), Kinesin Associated Protein 3 (KAP3) and Valosin Containing Protein (VCP).  


For each selected gene, I designed polymerase chain reaction (PCR) primers that bound outside of the microarray target sequence for the gene to an area that had no SNPs.  I then ran real-time reverse transcriptase PCR on complementary DNA (cDNA) for samples of each gene from three saline-treated animals of each strain.  For Real time PCR a chemical that fluoresces when bound to DNA is added to the reaction (I used SYBR-green, which binds non-specifically to the minor groove of double stranded DNA).  As the DNA is amplified, more fluorescence is emitted.  Pictures of the samples taken every cycle by a digital camera inside of the thermocycler are analyzed and used to calculate the quantity of DNA in each sample2.  I compared the fold-change in the starting quantity (SQ) between the two strains to the fold change between the strains in average difference from Affymetrix oligionucleotide arrays.  I used cDNA made from the same animals and the same brain region as those used for the microarrays. 


For all three genes, my data suggests that the arrays were affected by the SNPs. For ALDH9a1, for which all but 4 of the Affymetrix probes had polymorphisms with respect to DBA mice, microarray data suggests that C57BL/6 mice express the gene 9.9 times more than DBA mice, whereas qPCR showed a fold change of only 1.31 (figure 1).  For VCP, which had SNPs in 4 of its Affymetrix probes with respect to the C57BL/6 sequence, microarrays suggested that DBA was expressed at a level 1.18 times higher than C57BL/6 was, whereas PCR suggests that the difference is closer to 73 times (figure 2).   Although that data seems strange in that it suggests that the SNPs actually increased annealing to the probes, it is predicted that in some cases a mismatch actually does make binding more favorable by increasing the stacking energy3.  But perhaps the most striking result is that for KAP3, which has two probes affected by SNPs for DBA, microarrays reported that the gene was expressed in C57BL/6 1.34 times more highly than in DBA, whereas PCR data suggests that the gene was actually expressed 1.30 times more highly in DBA (figure 3).


To confirm the wet lab experiment, I compared the measured intensity of each probe for the three candidate genes from experiments run on saline treated C57 and DBA animals.  For ALDH9a1 (figure 4) and KCP (figure 6), the probes for which there were SNPs in DBA showed a higher C57 to DBA ratio of expression than those without SNPs, which appears to confirm that SNPs hinder the annealing to probes for those genes.  For VCP (figure 5), the probes that had SNPs with regard to C57 also reported a higher C57 to DBA expression ratio than those without SNPs, which appears to confirm that the SNPs are increasing the annealing of cDNA to the probes for that gene.


My data suggest that microarray results are not trustworthy when being used to compare relative levels of gene expression between genetically different subjects.  In one case, my data even suggest that the relative expression was opposite that reported by the microarray.

Academic Year Project


For the academic year, my project will be taking a very different approach to the question of the affects of gene expression.  Knowing what genes are expressed in a given situation is very important, but it also leads to more questions: what do those genes do?  How do they affect other genes?  How are they affected by other genes?  Molecular changes happen not just by the production of a single protein, but also often by a pathway of effects.


One of the ways in which pathways can begin to be predicted is by creating a graphical network that connects genes that are closely related in function and in regulation.  This is partially already possible; gene expression can be measured, data on predicted functionality and correlations in expression are available on the World Wide Web5,6, and programs such as Cytoscape1,4 will take predicted network relations and graph them and allow the user to work with them.  But collecting all of the necessary data and manually predicting networks is still a time consuming, manual task.  My academic year project seeks to attempt to automate that procedure.


I will be writing a program that accesses numerous databases and links genes on the basis of the data from all of the databases.  It would then display the created network.  This program also has the advantage that it can keep predicted networks as up-to-date as the databases that it accesses with no additional manual work.


There are three main types of data that I plan on integrating to complete this task.  The first is microarray data.  If the up-regulation of a gene strongly correlates with the up- or down-regulation of a second gene on microarray chips, that would be considered a linkage between them.  For this data, I plan on using microarray data collected by the Miles lab.  The second type of data is the predicted function of the protein produced by the gene.  If two genes are thought to be involved in the same broad category of functionality that would be considered a link.  This data would be accessed from EASE5.  The third type of data is Quantitative Trait Loci (QTLs).  If one gene is found to have its expression highly correlated with another gene the genes are said to have a QTL.  This data will be accessed from WebQTL6.  


Algorithmically, the program would be very simply.  Based on graph theory, it would consider each gene to be a vertex or a “node.”  Two nodes would be connected by an edge if they were linked by microarray data, predicted functionality or a QTL.  The edge would be “weighted” – given a number that, functionally, relates to the probability and strength of a relationship between the genes.  The weight would be directly related to the number of different data sources that indicate a connection between the genes.


Once the data structure of nodes and edges is created the program will be able to create a graphic using a similar system to that of the open source program Cytoscape.  That is, the program will display a graph in which the vertices are genes (nodes), which are connected by lines whose width is proportional to the weight of the corresponding edges.  Code from Cytoscape, which is licensed under the Lesser Gnu Public License (which makes it legal to modify and redistribute the code) may be used in helping to build the graphical interface. 

Required Resources


No formal coursework is necessary for this project, although independent study of Perl and consultation with faculty of Oberlin College, specifically on databases and graphics are expected.  Additionally, no funding is necessary for this project.
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				Type		Identifier		Replicate #		Threshold    Cycle (Ct)		Log Starting Quantity		Starting Quantity  (SQ)		SQ       Mean		SQ       Std. Dev.		Ct       Mean		Ct        Std. Dev.		avg. DBA log(SQ)				Avg C57 log(SQ)				normalized SQ		Average SQ		Std Deviation SQ				Type		Starting Quantity  (SQ)

		A1		Standard				1		26.09		0		1.00E+00		1.00E+00		0.00E+00		26.02		9.98E-02		0.2254444444		1.9292222222		0.5252222222		3.3944444444								18S		Standard		1.00E+00

		A2		Standard				1		25.91		0		1.00E+00		1.00E+00		0.00E+00		26.02		9.98E-02																		Standard		1.00E+00

		A3		Standard				1		26.07		0		1.00E+00		1.00E+00		0.00E+00		26.02		9.98E-02																		Standard		1.00E+00

		A4		DBA Sal 1				1		25.59		0.136		1.37E+00		1.35E+00		5.68E-01		25.71		6.94E-01		fold-change=		1.7594885676						3.88E+00		4.08E+00		2.12E+00				C57 Sal 1		4.41E-02

		A5		DBA Sal 1				1		25.08		0.281		1.91E+00		1.35E+00		5.68E-01		25.71		6.94E-01		p value -		0.001201029						6.30E+00								C57 Sal 1		1.73E-01

		A6		DBA Sal 1				1		26.45		-0.11		7.76E-01		1.35E+00		5.68E-01		25.71		6.94E-01						1.90E+00				2.07E+00								C57 Sal 1		3.18E-01

		B1		Standard				2		29.11		-0.699		2.00E-01		2.00E-01		1.39E-09		28.62		4.27E-01																		Standard		2.00E-01

		B2		Standard				2		28.4		-0.699		2.00E-01		2.00E-01		1.39E-09		28.62		4.27E-01																		Standard		2.00E-01

		B3		Standard				2		28.34		-0.699		2.00E-01		2.00E-01		1.39E-09		28.62		4.27E-01																		Standard		2.00E-01

		B4		DBA Sal 2				2		24.44		0.464		2.91E+00		2.20E+00		7.14E-01		24.92		5.16E-01										1.90E+01		1.38E+01		5.63E+00				c57 Sal 2		1.23E-01

		B5		DBA Sal 2				2		24.87		0.342		2.20E+00		2.20E+00		7.14E-01		24.92		5.16E-01										1.46E+01								c57 Sal 2		1.32E-01

		B6		DBA Sal 2				2		25.47		0.171		1.48E+00		2.20E+00		7.14E-01		24.92		5.16E-01		C57 s.e		1.87E-01						7.83E+00								c57 Sal 2		1.61E-01

		C1		Standard				3		30.95		-1.398		4.00E-02		4.00E-02		3.51E-10		30.89		1.79E-01																		Standard		4.00E-02

		C2		Standard				3		30.69		-1.398		4.00E-02		4.00E-02		3.51E-10		30.89		1.79E-01																		Standard		4.00E-02

		C3		Standard				3		31.03		-1.398		4.00E-02		4.00E-02		3.51E-10		30.89		1.79E-01																		Standard		4.00E-02

		C4		DBA Sal 3				3		26.83		-0.217		6.07E-01		2.24E+00		1.47E+00		25.19		1.43E+00										1.98E+00		6.83E+00		4.23E+00				C57 Sal 3		2.73E-01

		C5		DBA Sal 3				3		24.58		0.423		2.65E+00		2.24E+00		1.47E+00		25.19		1.43E+00						0				8.83E+00								C57 Sal 3		2.60E-01

		C6		DBA Sal 3				3		24.18		0.539		3.46E+00		2.24E+00		1.47E+00		25.19		1.43E+00										9.69E+00								C57 Sal 3		3.24E-01

		D3		Standard				4		33.47		-2.097		8.00E-03		8.00E-03		N/A		33.47		N/A																		DBA Sal 1		3.53E-01

		D4		C57 Sal 1				4		24.16		0.545		3.51E+00		3.40E+00		1.10E+00		24.26		5.28E-01												1.35E+01		6.99E-01				DBA Sal 1		3.03E-01

		D5		C57 Sal 1				4		24.83		0.352		2.25E+00		3.40E+00		1.10E+00		24.26		5.28E-01										1.30E+01								DBA Sal 1		3.75E-01

		D6		C57 Sal 1				4		23.79		0.648		4.45E+00		3.40E+00		1.10E+00		24.26		5.28E-01						2.44E+00				1.40E+01								Standard		8.00E-03

		E4		C57 Sal 2				5		24.26		0.514		3.26E+00		3.35E+00		1.73E-01		24.23		7.74E-02										2.65E+01		2.43E+01		2.23E+00				Standard		8.00E-03

		E5		C57 Sal 2				5		24.28		0.51		3.23E+00		3.35E+00		1.73E-01		24.23		7.74E-02										2.45E+01								Standard		8.00E-03

		E6		C57 Sal 2				5		24.14		0.55		3.55E+00		3.35E+00		1.73E-01		24.23		7.74E-02										2.20E+01								DBA Sal 2		1.53E-01

		F4		C57 Sal 3				6		24.23		0.523		3.33E+00		3.43E+00		8.89E-02		24.19		3.97E-02										1.22E+01		1.21E+01		1.38E+00				DBA Sal 2		1.51E-01

		F5		C57 Sal 3				6		24.16		0.544		3.50E+00		3.43E+00		8.89E-02		24.19		3.97E-02										1.35E+01								DBA Sal 2		1.89E-01

		F6		C57 Sal 3				6		24.17		0.541		3.47E+00		3.43E+00		8.89E-02		24.19		3.97E-02										1.07E+01								Standard		1.60E-03

		D1		Standard				4		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		Standard		1.60E-03

		D2		Standard				4		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		Standard		1.60E-03

		E1		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		DBA Sal 3		3.07E-01

		E2		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		DBA Sal 3		3.00E-01

		E3		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		DBA Sal 3		3.57E-01
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				Type		Identifier		Rep		Ct		Log		SQ		SQ		SQ		Ct		Ct		Set								normalized SQ		average norm		SD norm				Type		SQ

												SQ				Mean		SD		Mean		SD		Point														18s:

		A01		Standard				1		23.76		0		1.00E+00		1.00E+00		0.00E+00		23.35		3.60E-01																		Standard		1.00E+00

		A02		Standard				1		23.11		0		1.00E+00		1.00E+00		0.00E+00		23.35		3.60E-01																		Standard		1.00E+00

		A03		Standard				1		23.18		0		1.00E+00		1.00E+00		0.00E+00		23.35		3.60E-01						ave		se										Standard		1.00E+00

		A04		C57Sal1				1		29.31		-1.775		1.68E-02		1.71E-02		5.51E-03		29.33		4.90E-01						2.27E-03		5.63E-04		1.22E-03		1.24E-03		0.0003837602				Standard		2.00E-01

		A05		C57Sal1				1		28.85		-1.642		2.28E-02		1.71E-02		5.51E-03		29.33		4.90E-01										1.64E-03								Standard		2.00E-01

		A06		C57Sal1				1		29.83		-1.927		1.18E-02		1.71E-02		5.51E-03		29.33		4.90E-01										8.70E-04								Standard		2.00E-01

		B01		Standard				2		25.76		-0.699		2.00E-01		2.00E-01		1.39E-09		25.6		3.01E-01																		DBA Sal1		2.67E-01

		B02		Standard				2		25.26		-0.699		2.00E-01		2.00E-01		1.39E-09		25.6		3.01E-01																		DBA Sal1		2.50E-01

		B03		Standard				2		25.79		-0.699		2.00E-01		2.00E-01		1.39E-09		25.6		3.01E-01																		DBA Sal1		2.52E-01

		B04		C57 Sal2				2		28.77		-1.618		2.41E-02		4.58E-02		2.99E-02		28.02		9.21E-01										1.93E-03		3.63E-03		0.0023562996				Standard		4.00E-02

		B05		C57 Sal2				2		26.99		-1.098		7.98E-02		4.58E-02		2.99E-02		28.02		9.21E-01										6.32E-03								Standard		4.00E-02

		B06		C57 Sal2				2		28.29		-1.477		3.34E-02		4.58E-02		2.99E-02		28.02		9.21E-01										2.64E-03								Standard		4.00E-02

		C01		Standard				3		28.24		-1.398		4.00E-02		4.00E-02		3.51E-10		27.87		3.67E-01																		DBA Sal2		3.14E-01

		C02		Standard				3		27.51		-1.398		4.00E-02		4.00E-02		3.51E-10		27.87		3.67E-01																		DBA Sal2		3.41E-01

		C03		Standard				3		27.86		-1.398		4.00E-02		4.00E-02		3.51E-10		27.87		3.67E-01																		DBA Sal2		2.75E-01

		C04		C57Sal3				3		28.96		-1.673		2.13E-02		2.50E-02		1.39E-02		28.87		8.25E-01										1.63E-03		1.92E-03		0.0010872236				Standard		8.00E-03

		C05		C57Sal3				3		29.65		-1.874		1.34E-02		2.50E-02		1.39E-02		28.87		8.25E-01										1.02E-03								Standard		8.00E-03

		C06		C57Sal3				3		28.01		-1.394		4.04E-02		2.50E-02		1.39E-02		28.87		8.25E-01										3.13E-03								Standard		8.00E-03

		D01		Standard				4		30.72		-2.097		8.00E-03		8.00E-03		3.95E-11		30.31		7.12E-01																		DBA Sal3		1.99E-01

		D02		Standard				4		30.72		-2.097		8.00E-03		8.00E-03		3.95E-11		30.31		7.12E-01																		DBA Sal3		2.31E-01

		D03		Standard				4		29.49		-2.097		8.00E-03		8.00E-03		3.95E-11		30.31		7.12E-01																		DBA Sal3		2.03E-01

		D04		DBA Sal1				4		27.82		-1.338		4.59E-02		4.83E-02		2.15E-03		27.74		6.69E-02						1.66E-01		2.58E-02		1.72E-01		1.89E-01		0.0146003759				Standard		1.60E-03

		D05		DBA Sal1				4		27.72		-1.311		4.88E-02		4.83E-02		2.15E-03		27.74		6.69E-02										1.95E-01								Standard		1.60E-03

		D06		DBA Sal1				4		27.69		-1.301		5.01E-02		4.83E-02		2.15E-03		27.74		6.69E-02										1.99E-01								Standard		1.60E-03

		E02		Standard				5		33.42		-2.796		1.60E-03		1.60E-03		1.96E-11		33.05		5.33E-01																		Standard		11.38

		E03		Standard				5		32.67		-2.796		1.60E-03		1.60E-03		1.96E-11		33.05		5.33E-01																		Standard		11.61

		E04		DBA Sal 2				5		28.66		-1.586		2.59E-02		5.45E-02		2.84E-02		27.72		8.75E-01										1.75E-01		1.64E-01		0.0846862691				Standard		11.4

		E05		DBA Sal 2				5		27.55		-1.261		5.48E-02		5.45E-02		2.84E-02		27.72		8.75E-01										2.43E-01								C57 Sal1		13.77

		E06		DBA Sal 2				5		26.94		-1.082		8.27E-02		5.45E-02		2.84E-02		27.72		8.75E-01										7.42E-02								C57 Sal1		13.93

		F04		DBA Sal 3				6		29.02		-1.691		2.04E-02		3.04E-02		1.49E-02		28.54		6.77E-01										1.03E-01		1.46E-01		0.076388436				C57 Sal1		13.56

		F05		DBA Sal 3				6		28.83		-1.633		2.33E-02		3.04E-02		1.49E-02		28.54		6.77E-01										1.01E-01								Standard		13.63

		F06		DBA Sal 3				6		27.77		-1.324		4.75E-02		3.04E-02		1.49E-02		28.54		6.77E-01										2.34E-01								Standard		13.49

		E01		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A								p=		0.0000004514								Standard		13.42

																																								C57 Sal2		12.51

																																								C57 Sal2		12.63

		MICROARRRAY				ave		se																																C57 Sal2		12.64

		1215		c57		1164		37.8725934329																						foldchange=		1.36E-02		7.33E+01						Standard		16.27

		1187																																						Standard		15.98

		1090																																						Standard		16.18

				DBA																																				C57 Sal3		13.07

		1275				1376.6666666667		52.1930178387																																C57 Sal3		13.19

		1407																																						C57 Sal3		12.91

		1448																																						Standard		18.85

																																								Standard		18.16

		0.0299931489		p=																																				Standard		18.28

		foldchange		0.8455205811		1.1827033219																																		Standard		24.02

																																								Standard		21.48

																																								Standard		20.62
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Sheet1

				Type		Identifier		Rep		Ct		Log		SQ		SQ		SQ		Ct		Ct		Set								normalized SQ		average norm		SD norm				Type		SQ

												SQ				Mean		SD		Mean		SD		Point														18s:

		A01		Standard				1		23.76		0		1.00E+00		1.00E+00		0.00E+00		23.35		3.60E-01																		Standard		1.00E+00

		A02		Standard				1		23.11		0		1.00E+00		1.00E+00		0.00E+00		23.35		3.60E-01																		Standard		1.00E+00

		A03		Standard				1		23.18		0		1.00E+00		1.00E+00		0.00E+00		23.35		3.60E-01						ave		se										Standard		1.00E+00

		A04		C57Sal1				1		29.31		-1.775		1.68E-02		1.71E-02		5.51E-03		29.33		4.90E-01						2.27E-03		5.63E-04		1.22E-03		1.24E-03		0.0003837602				Standard		2.00E-01

		A05		C57Sal1				1		28.85		-1.642		2.28E-02		1.71E-02		5.51E-03		29.33		4.90E-01										1.64E-03								Standard		2.00E-01

		A06		C57Sal1				1		29.83		-1.927		1.18E-02		1.71E-02		5.51E-03		29.33		4.90E-01										8.70E-04								Standard		2.00E-01

		B01		Standard				2		25.76		-0.699		2.00E-01		2.00E-01		1.39E-09		25.6		3.01E-01																		DBA Sal1		2.67E-01

		B02		Standard				2		25.26		-0.699		2.00E-01		2.00E-01		1.39E-09		25.6		3.01E-01																		DBA Sal1		2.50E-01

		B03		Standard				2		25.79		-0.699		2.00E-01		2.00E-01		1.39E-09		25.6		3.01E-01																		DBA Sal1		2.52E-01

		B04		C57 Sal2				2		28.77		-1.618		2.41E-02		4.58E-02		2.99E-02		28.02		9.21E-01										1.93E-03		3.63E-03		0.0023562996				Standard		4.00E-02

		B05		C57 Sal2				2		26.99		-1.098		7.98E-02		4.58E-02		2.99E-02		28.02		9.21E-01										6.32E-03								Standard		4.00E-02

		B06		C57 Sal2				2		28.29		-1.477		3.34E-02		4.58E-02		2.99E-02		28.02		9.21E-01										2.64E-03								Standard		4.00E-02

		C01		Standard				3		28.24		-1.398		4.00E-02		4.00E-02		3.51E-10		27.87		3.67E-01																		DBA Sal2		3.14E-01

		C02		Standard				3		27.51		-1.398		4.00E-02		4.00E-02		3.51E-10		27.87		3.67E-01																		DBA Sal2		3.41E-01

		C03		Standard				3		27.86		-1.398		4.00E-02		4.00E-02		3.51E-10		27.87		3.67E-01																		DBA Sal2		2.75E-01

		C04		C57Sal3				3		28.96		-1.673		2.13E-02		2.50E-02		1.39E-02		28.87		8.25E-01										1.63E-03		1.92E-03		0.0010872236				Standard		8.00E-03

		C05		C57Sal3				3		29.65		-1.874		1.34E-02		2.50E-02		1.39E-02		28.87		8.25E-01										1.02E-03								Standard		8.00E-03

		C06		C57Sal3				3		28.01		-1.394		4.04E-02		2.50E-02		1.39E-02		28.87		8.25E-01										3.13E-03								Standard		8.00E-03

		D01		Standard				4		30.72		-2.097		8.00E-03		8.00E-03		3.95E-11		30.31		7.12E-01																		DBA Sal3		1.99E-01

		D02		Standard				4		30.72		-2.097		8.00E-03		8.00E-03		3.95E-11		30.31		7.12E-01																		DBA Sal3		2.31E-01

		D03		Standard				4		29.49		-2.097		8.00E-03		8.00E-03		3.95E-11		30.31		7.12E-01																		DBA Sal3		2.03E-01

		D04		DBA Sal1				4		27.82		-1.338		4.59E-02		4.83E-02		2.15E-03		27.74		6.69E-02						1.66E-01		2.58E-02		1.72E-01		1.89E-01		0.0146003759				Standard		1.60E-03

		D05		DBA Sal1				4		27.72		-1.311		4.88E-02		4.83E-02		2.15E-03		27.74		6.69E-02										1.95E-01								Standard		1.60E-03

		D06		DBA Sal1				4		27.69		-1.301		5.01E-02		4.83E-02		2.15E-03		27.74		6.69E-02										1.99E-01								Standard		1.60E-03

		E02		Standard				5		33.42		-2.796		1.60E-03		1.60E-03		1.96E-11		33.05		5.33E-01																		Standard		11.38

		E03		Standard				5		32.67		-2.796		1.60E-03		1.60E-03		1.96E-11		33.05		5.33E-01																		Standard		11.61

		E04		DBA Sal 2				5		28.66		-1.586		2.59E-02		5.45E-02		2.84E-02		27.72		8.75E-01										1.75E-01		1.64E-01		0.0846862691				Standard		11.4

		E05		DBA Sal 2				5		27.55		-1.261		5.48E-02		5.45E-02		2.84E-02		27.72		8.75E-01										2.43E-01								C57 Sal1		13.77

		E06		DBA Sal 2				5		26.94		-1.082		8.27E-02		5.45E-02		2.84E-02		27.72		8.75E-01										7.42E-02								C57 Sal1		13.93

		F04		DBA Sal 3				6		29.02		-1.691		2.04E-02		3.04E-02		1.49E-02		28.54		6.77E-01										1.03E-01		1.46E-01		0.076388436				C57 Sal1		13.56

		F05		DBA Sal 3				6		28.83		-1.633		2.33E-02		3.04E-02		1.49E-02		28.54		6.77E-01										1.01E-01								Standard		13.63

		F06		DBA Sal 3				6		27.77		-1.324		4.75E-02		3.04E-02		1.49E-02		28.54		6.77E-01										2.34E-01								Standard		13.49

		E01		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A								p=		0.0000004514								Standard		13.42

																																								C57 Sal2		12.51

																																								C57 Sal2		12.63

		MICROARRRAY				ave		se																																C57 Sal2		12.64

		1215		c57		1164		37.8725934329																						foldchange=		1.36E-02		7.33E+01						Standard		16.27

		1187																																						Standard		15.98

		1090																																						Standard		16.18

				DBA																																				C57 Sal3		13.07

		1275				1376.6666666667		52.1930178387																																C57 Sal3		13.19

		1407																																						C57 Sal3		12.91

		1448																																						Standard		18.85

																																								Standard		18.16

		0.0299931489		p=																																				Standard		18.28

		foldchange		0.8455205811		1.1827033219																																		Standard		24.02

																																								Standard		21.48

																																								Standard		20.62
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Sheet1

		Identifier						Replicate #		Threshold    Cycle (Ct)		Log Starting Quantity		Starting Quantity  (SQ)		SQ       Mean		SQ       Std. Dev.		Ct       Mean		Ct        Std. Dev.		avg. DBA log(SQ)				Avg C57 log(SQ)				normalized SQ		Average SQ		Std Deviation SQ				Type		Starting Quantity  (SQ)

		A01		Standard				1		20.71		0		1.00E+00		1.00E+00		0.00E+00		20.4		3.54E-01		-1.3533333333		4.52E-02		-1.4704444444		3.47E-02								18S		Standard		1

		A02		Standard				1		20.48		0		1.00E+00		1.00E+00		0.00E+00		20.4		3.54E-01																		Standard		1

		A03		Standard				1		20.01		0		1.00E+00		1.00E+00		0.00E+00		20.4		3.54E-01						se=		2.51E-03										Standard		1

		A04		C57S1				1		25.08		-1.46		3.47E-02		3.10E-02		9.47E-03		25.29		4.81E-01												1.43E-01		1.11E-01				C57 Sal 1				0.1011162697

		A05		C57S1				1		24.95		-1.418		3.82E-02		3.10E-02		9.47E-03		25.29		4.81E-01		se=		2.83E-03				0.221		2.21E-01								C57 Sal 1		0.173

		A06		C57S1				1		25.84		-1.693		2.03E-02		3.10E-02		9.47E-03		25.29		4.81E-01								0.0642		6.42E-02								C57 Sal 1		0.316

		B01		Standard				2		22.96		-0.699		2.00E-01		2.00E-01		1.39E-09		22.65		2.75E-01								0.233										Standard		0.2

		B02		Standard				2		22.56		-0.699		2.00E-01		2.00E-01		1.39E-09		22.65		2.75E-01								0.287										Standard		0.2

		B03		Standard				2		22.43		-0.699		2.00E-01		2.00E-01		1.39E-09		22.65		2.75E-01								0.211										Standard		0.2

		B04		C57S2				2		25.35		-1.543		2.86E-02		3.35E-02		4.62E-03		25.14		1.98E-01								0.123		2.33E-01		2.43E-01		3.94E-02				c57 Sal 2		0.123		0.019857828

		B05		C57S2				2		24.96		-1.422		3.79E-02		3.35E-02		4.62E-03		25.14		1.98E-01								0.141		2.87E-01								c57 Sal 2		0.132

		B06		C57S2				2		25.11		-1.47		3.39E-02		3.35E-02		4.62E-03		25.14		1.98E-01								0.148		2.11E-01								c57 Sal 2		0.161

		C01		Standard				3		24.86		-1.398		4.00E-02		4.00E-02		3.51E-10		24.76		2.55E-01																		Standard		0.04

		C02		Standard				3		24.95		-1.398		4.00E-02		4.00E-02		3.51E-10		24.76		2.55E-01																		Standard		0.04

		C03		Standard				3		24.47		-1.398		4.00E-02		4.00E-02		3.51E-10		24.76		2.55E-01																		Standard		0.04

		C04		C57S3				3		25.13		-1.474		3.36E-02		3.94E-02		7.64E-03		24.92		2.64E-01										1.23E-01		1.38E-01		1.31E-02				C57 Sal 3		0.273		0.0338279963

		C05		C57S3				3		25		-1.436		3.67E-02		3.94E-02		7.64E-03		24.92		2.64E-01										1.41E-01								C57 Sal 3		0.26

		C06		C57S3				3		24.62		-1.318		4.81E-02		3.94E-02		7.64E-03		24.92		2.64E-01										1.48E-01								C57 Sal 3		0.324

		D01		Standard				4		27.38		-2.097		8.00E-03		8.00E-03		3.95E-11		27.01		3.21E-01																		DBA Sal 1		0.353		0.0368962509

		D02		Standard				4		26.84		-2.097		8.00E-03		8.00E-03		3.95E-11		27.01		3.21E-01										7.79E-02		1.06E-01		2.60E-02				DBA Sal 1		0.303

		D03		Standard				4		26.8		-2.097		8.00E-03		8.00E-03		3.95E-11		27.01		3.21E-01										1.29E-01								DBA Sal 1		0.375

		D04		DBAS1				4		25.41		-1.561		2.75E-02		3.62E-02		7.68E-03		25.04		3.20E-01										1.12E-01								Standard		0.008

		D05		DBAS1				4		24.91		-1.408		3.91E-02		3.62E-02		7.68E-03		25.04		3.20E-01										2.91E-01		3.02E-01		2.89E-02				Standard		0.008

		D06		DBAS1				4		24.81		-1.377		4.20E-02		3.62E-02		7.68E-03		25.04		3.20E-01										3.34E-01								Standard		0.008

		E01		Standard				5		29.92		-2.796		1.60E-03		1.60E-03		1.17E-11		29.58		2.94E-01										2.80E-01								DBA Sal 2		0.153		0.0213853532

		E02		Standard				5		29.44		-2.796		1.60E-03		1.60E-03		1.17E-11		29.58		2.94E-01										1.46E-01		1.56E-01		1.00E-02				DBA Sal 2		0.151

		E03		Standard				5		29.39		-2.796		1.60E-03		1.60E-03		1.17E-11		29.58		2.94E-01										1.66E-01								DBA Sal 2		0.189

		E04		DBAS2				5		24.73		-1.352		4.45E-02		4.93E-02		4.34E-03		24.59		1.27E-01										1.56E-01								Standard		0.0016

		E05		DBAS2				5		24.55		-1.297		5.05E-02		4.93E-02		4.34E-03		24.59		1.27E-01																		Standard		0.0016

		E06		DBAS2				5		24.49		-1.277		5.29E-02		4.93E-02		4.34E-03		24.59		1.27E-01																		Standard		0.0016

		F04		DBAS3				6		24.72		-1.349		4.47E-02		5.00E-02		5.45E-03		24.57		1.54E-01																		DBA Sal 3		0.307		0.0310859025

		F05		DBAS3				6		24.57		-1.304		4.97E-02		5.00E-02		5.45E-03		24.57		1.54E-01																		DBA Sal 3		0.3

		F06		DBAS3				6		24.41		-1.255		5.56E-02		5.00E-02		5.45E-03		24.57		1.54E-01																		DBA Sal 3		0.357

		0.0094870087		3.11E-02		3.47E-02

						3.82E-02																												p=		0.8167028805

						2.03E-02

		0.0046651188		3.35E-02		2.86E-02

						3.79E-02

						3.39E-02		2.75E-02		3.62E-02		0.0076726788

		0.0076356619		3.95E-02		3.36E-02		3.91E-02

						3.67E-02		4.20E-02

						4.81E-02		4.45E-02		4.93E-02		0.0043266615

								5.05E-02

								5.29E-02

								4.47E-02		5.00E-02		0.0054561891

								4.97E-02

								5.56E-02
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Sheet1

		Identifier						Replicate #		Threshold    Cycle (Ct)		Log Starting Quantity		Starting Quantity  (SQ)		SQ       Mean		SQ       Std. Dev.		Ct       Mean		Ct        Std. Dev.		avg. DBA log(SQ)				Avg C57 log(SQ)				normalized SQ		Average SQ		Std Deviation SQ				Type		Starting Quantity  (SQ)

		A01		Standard				1		20.71		0		1.00E+00		1.00E+00		0.00E+00		20.4		3.54E-01		-1.3533333333		4.52E-02		-1.4704444444		3.47E-02								18S		Standard		1

		A02		Standard				1		20.48		0		1.00E+00		1.00E+00		0.00E+00		20.4		3.54E-01																		Standard		1

		A03		Standard				1		20.01		0		1.00E+00		1.00E+00		0.00E+00		20.4		3.54E-01						se=		2.51E-03										Standard		1

		A04		C57S1				1		25.08		-1.46		3.47E-02		3.10E-02		9.47E-03		25.29		4.81E-01												1.43E-01		1.11E-01				C57 Sal 1				0.1011162697

		A05		C57S1				1		24.95		-1.418		3.82E-02		3.10E-02		9.47E-03		25.29		4.81E-01		se=		2.83E-03				0.221		2.21E-01								C57 Sal 1		0.173

		A06		C57S1				1		25.84		-1.693		2.03E-02		3.10E-02		9.47E-03		25.29		4.81E-01								0.0642		6.42E-02								C57 Sal 1		0.316

		B01		Standard				2		22.96		-0.699		2.00E-01		2.00E-01		1.39E-09		22.65		2.75E-01								0.233										Standard		0.2

		B02		Standard				2		22.56		-0.699		2.00E-01		2.00E-01		1.39E-09		22.65		2.75E-01								0.287										Standard		0.2

		B03		Standard				2		22.43		-0.699		2.00E-01		2.00E-01		1.39E-09		22.65		2.75E-01								0.211										Standard		0.2

		B04		C57S2				2		25.35		-1.543		2.86E-02		3.35E-02		4.62E-03		25.14		1.98E-01								0.123		2.33E-01		2.43E-01		3.94E-02				c57 Sal 2		0.123		0.019857828

		B05		C57S2				2		24.96		-1.422		3.79E-02		3.35E-02		4.62E-03		25.14		1.98E-01								0.141		2.87E-01								c57 Sal 2		0.132

		B06		C57S2				2		25.11		-1.47		3.39E-02		3.35E-02		4.62E-03		25.14		1.98E-01								0.148		2.11E-01								c57 Sal 2		0.161

		C01		Standard				3		24.86		-1.398		4.00E-02		4.00E-02		3.51E-10		24.76		2.55E-01																		Standard		0.04

		C02		Standard				3		24.95		-1.398		4.00E-02		4.00E-02		3.51E-10		24.76		2.55E-01																		Standard		0.04

		C03		Standard				3		24.47		-1.398		4.00E-02		4.00E-02		3.51E-10		24.76		2.55E-01																		Standard		0.04

		C04		C57S3				3		25.13		-1.474		3.36E-02		3.94E-02		7.64E-03		24.92		2.64E-01										1.23E-01		1.38E-01		1.31E-02				C57 Sal 3		0.273		0.0338279963

		C05		C57S3				3		25		-1.436		3.67E-02		3.94E-02		7.64E-03		24.92		2.64E-01										1.41E-01								C57 Sal 3		0.26

		C06		C57S3				3		24.62		-1.318		4.81E-02		3.94E-02		7.64E-03		24.92		2.64E-01										1.48E-01								C57 Sal 3		0.324

		D01		Standard				4		27.38		-2.097		8.00E-03		8.00E-03		3.95E-11		27.01		3.21E-01																		DBA Sal 1		0.353		0.0368962509

		D02		Standard				4		26.84		-2.097		8.00E-03		8.00E-03		3.95E-11		27.01		3.21E-01										7.79E-02		1.06E-01		2.60E-02				DBA Sal 1		0.303

		D03		Standard				4		26.8		-2.097		8.00E-03		8.00E-03		3.95E-11		27.01		3.21E-01										1.29E-01								DBA Sal 1		0.375

		D04		DBAS1				4		25.41		-1.561		2.75E-02		3.62E-02		7.68E-03		25.04		3.20E-01										1.12E-01								Standard		0.008

		D05		DBAS1				4		24.91		-1.408		3.91E-02		3.62E-02		7.68E-03		25.04		3.20E-01										2.91E-01		3.02E-01		2.89E-02				Standard		0.008

		D06		DBAS1				4		24.81		-1.377		4.20E-02		3.62E-02		7.68E-03		25.04		3.20E-01										3.34E-01								Standard		0.008

		E01		Standard				5		29.92		-2.796		1.60E-03		1.60E-03		1.17E-11		29.58		2.94E-01										2.80E-01								DBA Sal 2		0.153		0.0213853532

		E02		Standard				5		29.44		-2.796		1.60E-03		1.60E-03		1.17E-11		29.58		2.94E-01										1.46E-01		1.56E-01		1.00E-02				DBA Sal 2		0.151

		E03		Standard				5		29.39		-2.796		1.60E-03		1.60E-03		1.17E-11		29.58		2.94E-01										1.66E-01								DBA Sal 2		0.189

		E04		DBAS2				5		24.73		-1.352		4.45E-02		4.93E-02		4.34E-03		24.59		1.27E-01										1.56E-01								Standard		0.0016

		E05		DBAS2				5		24.55		-1.297		5.05E-02		4.93E-02		4.34E-03		24.59		1.27E-01																		Standard		0.0016

		E06		DBAS2				5		24.49		-1.277		5.29E-02		4.93E-02		4.34E-03		24.59		1.27E-01																		Standard		0.0016

		F04		DBAS3				6		24.72		-1.349		4.47E-02		5.00E-02		5.45E-03		24.57		1.54E-01																		DBA Sal 3		0.307		0.0310859025

		F05		DBAS3				6		24.57		-1.304		4.97E-02		5.00E-02		5.45E-03		24.57		1.54E-01																		DBA Sal 3		0.3

		F06		DBAS3				6		24.41		-1.255		5.56E-02		5.00E-02		5.45E-03		24.57		1.54E-01																		DBA Sal 3		0.357

		0.0094870087		3.11E-02		3.47E-02

						3.82E-02																												p=		0.8167028805
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ProbeSetVCPPFC

		ProbeSet		ATOM_IDX		FLAG		INTENSITY		STATISTIC		ID		MASKFLAG		Expr1

		100711_at		0		0		17713		2005		1949		0		100711_at		15123		14838.3333333333

		100711_at		0		1		2590		601		1949		0		100711_at				0

		100711_at		1		0		10820		2022		1949		0		100711_at		8320		7016

		100711_at		1		1		2500		444		1949		0		100711_at				0

		100711_at		2		0		19998		1551		1949		0		100711_at		13893		12112.6666666667

		100711_at		2		1		6105		387		1949		0		100711_at				0

		100711_at		3		0		13100		1398		1949		0		100711_at		9235		8060.6666666667

		100711_at		3		1		3865		644		1949		0		100711_at				0

		100711_at		4		0		4030		668		1949		0		100711_at		3130		3310.6666666667

		100711_at		4		1		900		114		1949		0		100711_at				0

		100711_at		5		0		24825		2728		1949		0		100711_at		6685		5753.3333333333

		100711_at		5		1		18140		2243		1949		0		100711_at				0

		100711_at		6		0		43005		6234		1949		0		100711_at		31177		28387.3333333333

		100711_at		6		1		11828		1310		1949		0		100711_at				0

		100711_at		7		0		33690		4214		1949		0		100711_at		26327		23617.3333333333

		100711_at		7		1		7363		851		1949		0		100711_at				0

		100711_at		8		0		9438		1416		1949		0		100711_at		1835		1755.3333333333

		100711_at		8		1		7603		862		1949		0		100711_at				0

		100711_at		9		0		10140		666		1949		0		100711_at		3550		3376.6666666667

		100711_at		9		1		6590		664		1949		0		100711_at				0

		100711_at		10		0		7130		1136		1949		0		100711_at		5950		5686

		100711_at		10		1		1180		184		1949		0		100711_at				0

		100711_at		11		0		6833		805		1949		0		100711_at		5875		5596

		100711_at		11		1		958		98		1949		0		100711_at				0

		100711_at		12		0		15410		2366		1949		0		100711_at		12180		10678.3333333333

		100711_at		12		1		3230		492		1949		0		100711_at				0

		100711_at		13		0		24443		2889		1949		0		100711_at		18375		16191

		100711_at		13		1		6068		490		1949		0		100711_at				0

		100711_at		14		0		30225		1334		1949		0		100711_at		24100		19776.6666666667

		100711_at		14		1		6125		857		1949		0		100711_at				0

		100711_at		15		0		2780		374		1949		0		100711_at		1175		917.6666666667

		100711_at		15		1		1605		142		1949		0		100711_at				0

		100711_at		0		0		16713		3643		1950		0		100711_at		13945

		100711_at		0		1		2768		1394		1950		0		100711_at

		100711_at		1		0		8600		2921		1950		0		100711_at		6160

		100711_at		1		1		2440		663		1950		0		100711_at

		100711_at		2		0		18230		2966		1950		0		100711_at		11635

		100711_at		2		1		6595		700		1950		0		100711_at

		100711_at		3		0		12170		1180		1950		0		100711_at		8242

		100711_at		3		1		3928		678		1950		0		100711_at

		100711_at		4		0		4830		959		1950		0		100711_at		3750

		100711_at		4		1		1080		205		1950		0		100711_at

		100711_at		5		0		24115		2723		1950		0		100711_at		5527

		100711_at		5		1		18588		1411		1950		0		100711_at

		100711_at		6		0		42435		4721		1950		0		100711_at		28665

		100711_at		6		1		13770		2156		1950		0		100711_at

		100711_at		7		0		32880		3459		1950		0		100711_at		24495

		100711_at		7		1		8385		944		1950		0		100711_at

		100711_at		8		0		8743		1520		1950		0		100711_at		1868

		100711_at		8		1		6875		446		1950		0		100711_at

		100711_at		9		0		10543		1325		1950		0		100711_at		3428

		100711_at		9		1		7115		475		1950		0		100711_at

		100711_at		10		0		6860		1353		1950		0		100711_at		5685

		100711_at		10		1		1175		144		1950		0		100711_at

		100711_at		11		0		7308		1815		1950		0		100711_at		6273

		100711_at		11		1		1035		187		1950		0		100711_at

		100711_at		12		0		13168		2906		1950		0		100711_at		9543

		100711_at		12		1		3625		644		1950		0		100711_at

		100711_at		13		0		22300		4028		1950		0		100711_at		15900

		100711_at		13		1		6400		749		1950		0		100711_at

		100711_at		14		0		24290		5118		1950		0		100711_at		16690

		100711_at		14		1		7600		2876		1950		0		100711_at

		100711_at		15		0		2430		342		1950		0		100711_at		740

		100711_at		15		1		1690		243		1950		0		100711_at

		100711_at		0		0		18750		4465		1951		0		100711_at		15447

		100711_at		0		1		3303		488		1951		0		100711_at

		100711_at		1		0		9838		1434		1951		0		100711_at		6568

		100711_at		1		1		3270		1793		1951		0		100711_at

		100711_at		2		0		16080		1856		1951		0		100711_at		10810

		100711_at		2		1		5270		398		1951		0		100711_at

		100711_at		3		0		10120		951		1951		0		100711_at		6705

		100711_at		3		1		3415		417		1951		0		100711_at

		100711_at		4		0		4120		959		1951		0		100711_at		3052

		100711_at		4		1		1068		192		1951		0		100711_at

		100711_at		5		0		19948		1568		1951		0		100711_at		5048

		100711_at		5		1		14900		1460		1951		0		100711_at

		100711_at		6		0		36940		4638		1951		0		100711_at		25320

		100711_at		6		1		11620		1128		1951		0		100711_at

		100711_at		7		0		27855		1677		1951		0		100711_at		20030

		100711_at		7		1		7825		1140		1951		0		100711_at

		100711_at		8		0		8383		800		1951		0		100711_at		1563

		100711_at		8		1		6820		484		1951		0		100711_at

		100711_at		9		0		10510		1766		1951		0		100711_at		3152

		100711_at		9		1		7358		462		1951		0		100711_at

		100711_at		10		0		7008		1038		1951		0		100711_at		5423

		100711_at		10		1		1585		337		1951		0		100711_at

		100711_at		11		0		5795		389		1951		0		100711_at		4640

		100711_at		11		1		1155		215		1951		0		100711_at

		100711_at		12		0		13350		2162		1951		0		100711_at		10312

		100711_at		12		1		3038		498		1951		0		100711_at

		100711_at		13		0		20013		2275		1951		0		100711_at		14298

		100711_at		13		1		5715		344		1951		0		100711_at

		100711_at		14		0		25230		4467		1951		0		100711_at		18540

		100711_at		14		1		6690		793		1951		0		100711_at

		100711_at		15		0		2968		406		1951		0		100711_at		838

		100711_at		15		1		2130		185		1951		0		100711_at

		100711_at		0		0		12380		1948		1955		0		100711_at		9820		10640

		100711_at		0		1		2560		244		1955		0		100711_at				0

		100711_at		1		0		8730		1720		1955		0		100711_at		5957		5284

		100711_at		1		1		2773		320		1955		0		100711_at				0

		100711_at		2		0		11250		1919		1955		0		100711_at		7490		8831.6666666667

		100711_at		2		1		3760		478		1955		0		100711_at				0

		100711_at		3		0		7553		1196		1955		0		100711_at		4623		5082

		100711_at		3		1		2930		297		1955		0		100711_at				0

		100711_at		4		0		3200		630		1955		0		100711_at		2025		2072.6666666667

		100711_at		4		1		1175		138		1955		0		100711_at				0

		100711_at		5		0		14335		2125		1955		0		100711_at		4095		4170

		100711_at		5		1		10240		794		1955		0		100711_at				0

		100711_at		6		0		17820		4223		1955		0		100711_at		11030		16018.3333333333

		100711_at		6		1		6790		912		1955		0		100711_at				0

		100711_at		7		0		16010		2251		1955		0		100711_at		10872		15003.3333333333

		100711_at		7		1		5138		685		1955		0		100711_at				0

		100711_at		8		0		5503		846		1955		0		100711_at		1523		1400.3333333333

		100711_at		8		1		3980		417		1955		0		100711_at				0

		100711_at		9		0		7075		543		1955		0		100711_at		1940		2144.3333333333

		100711_at		9		1		5135		481		1955		0		100711_at				0

		100711_at		10		0		5890		1052		1955		0		100711_at		4500		4226.6666666667

		100711_at		10		1		1390		232		1955		0		100711_at				0

		100711_at		11		0		5253		1086		1955		0		100711_at		4040		4079.3333333333

		100711_at		11		1		1213		195		1955		0		100711_at				0

		100711_at		12		0		9250		1617		1955		0		100711_at		6567		7791.6666666667

		100711_at		12		1		2683		356		1955		0		100711_at				0

		100711_at		13		0		11348		1623		1955		0		100711_at		7115		9878.3333333333

		100711_at		13		1		4233		928		1955		0		100711_at				0

		100711_at		14		0		15108		1027		1955		0		100711_at		9990		12850

		100711_at		14		1		5118		620		1955		0		100711_at				0

		100711_at		15		0		2480		278		1955		0		100711_at		630		636

		100711_at		15		1		1850		162		1955		0		100711_at				0

		100711_at		0		0		17390		2690		1956		0		100711_at		13610

		100711_at		0		1		3780		584		1956		0		100711_at

		100711_at		1		0		10260		1872		1956		0		100711_at		6615

		100711_at		1		1		3645		320		1956		0		100711_at

		100711_at		2		0		17420		2751		1956		0		100711_at		12160

		100711_at		2		1		5260		483		1956		0		100711_at

		100711_at		3		0		10748		1365		1956		0		100711_at		6233

		100711_at		3		1		4515		400		1956		0		100711_at

		100711_at		4		0		4243		616		1956		0		100711_at		2773

		100711_at		4		1		1470		296		1956		0		100711_at

		100711_at		5		0		18400		2249		1956		0		100711_at		4020

		100711_at		5		1		14380		1080		1956		0		100711_at

		100711_at		6		0		30785		4554		1956		0		100711_at		19105

		100711_at		6		1		11680		1312		1956		0		100711_at

		100711_at		7		0		28188		2393		1956		0		100711_at		20260

		100711_at		7		1		7928		1157		1956		0		100711_at

		100711_at		8		0		7010		736		1956		0		100711_at		1485

		100711_at		8		1		5525		366		1956		0		100711_at

		100711_at		9		0		8340		1520		1956		0		100711_at		1960

		100711_at		9		1		6380		626		1956		0		100711_at

		100711_at		10		0		7120		1072		1956		0		100711_at		5417

		100711_at		10		1		1703		255		1956		0		100711_at

		100711_at		11		0		6583		972		1956		0		100711_at		5105

		100711_at		11		1		1478		204		1956		0		100711_at

		100711_at		12		0		15103		3575		1956		0		100711_at		10773

		100711_at		12		1		4330		576		1956		0		100711_at

		100711_at		13		0		18200		3671		1956		0		100711_at		12330

		100711_at		13		1		5870		623		1956		0		100711_at

		100711_at		14		0		23760		5889		1956		0		100711_at		16600

		100711_at		14		1		7160		772		1956		0		100711_at

		100711_at		15		0		2900		255		1956		0		100711_at		860

		100711_at		15		1		2040		189		1956		0		100711_at

		100711_at		0		0		10500		1497		1957		0		100711_at		8490

		100711_at		0		1		2010		284		1957		0		100711_at

		100711_at		1		0		5080		767		1957		0		100711_at		3280

		100711_at		1		1		1800		307		1957		0		100711_at

		100711_at		2		0		10465		1733		1957		0		100711_at		6845

		100711_at		2		1		3620		517		1957		0		100711_at

		100711_at		3		0		6840		1071		1957		0		100711_at		4390

		100711_at		3		1		2450		247		1957		0		100711_at

		100711_at		4		0		2530		492		1957		0		100711_at		1420

		100711_at		4		1		1110		150		1957		0		100711_at

		100711_at		5		0		14640		1906		1957		0		100711_at		4395

		100711_at		5		1		10245		929		1957		0		100711_at

		100711_at		6		0		25180		3090		1957		0		100711_at		17920

		100711_at		6		1		7260		826		1957		0		100711_at

		100711_at		7		0		18488		1102		1957		0		100711_at		13878

		100711_at		7		1		4610		724		1957		0		100711_at

		100711_at		8		0		5498		415		1957		0		100711_at		1193

		100711_at		8		1		4305		429		1957		0		100711_at

		100711_at		9		0		6428		557		1957		0		100711_at		2533

		100711_at		9		1		3895		244		1957		0		100711_at

		100711_at		10		0		3843		508		1957		0		100711_at		2763

		100711_at		10		1		1080		173		1957		0		100711_at

		100711_at		11		0		4003		685		1957		0		100711_at		3093

		100711_at		11		1		910		115		1957		0		100711_at

		100711_at		12		0		8345		1554		1957		0		100711_at		6035

		100711_at		12		1		2310		480		1957		0		100711_at

		100711_at		13		0		13950		2179		1957		0		100711_at		10190

		100711_at		13		1		3760		530		1957		0		100711_at

		100711_at		14		0		15760		2878		1957		0		100711_at		11960

		100711_at		14		1		3800		523		1957		0		100711_at

		100711_at		15		0		2028		224		1957		0		100711_at		418

		100711_at		15		1		1610		215		1957		0		100711_at

		C57
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Sheet1

				Type		Identifier		Replicate #		Threshold    Cycle (Ct)		Log Starting Quantity		Starting Quantity  (SQ)		SQ       Mean		SQ       Std. Dev.		Ct       Mean		Ct        Std. Dev.		avg. DBA log(SQ)				Avg C57 log(SQ)				normalized SQ		Average SQ		Std Deviation SQ				Type		Starting Quantity  (SQ)

		A1		Standard				1		26.09		0		1.00E+00		1.00E+00		0.00E+00		26.02		9.98E-02		0.2254444444		1.9292222222		0.5252222222		3.3944444444								18S		Standard		1.00E+00

		A2		Standard				1		25.91		0		1.00E+00		1.00E+00		0.00E+00		26.02		9.98E-02																		Standard		1.00E+00

		A3		Standard				1		26.07		0		1.00E+00		1.00E+00		0.00E+00		26.02		9.98E-02																		Standard		1.00E+00

		A4		DBA Sal 1				1		25.59		0.136		1.37E+00		1.35E+00		5.68E-01		25.71		6.94E-01		fold-change=		1.7594885676						3.88E+00		4.08E+00		2.12E+00				C57 Sal 1		4.41E-02

		A5		DBA Sal 1				1		25.08		0.281		1.91E+00		1.35E+00		5.68E-01		25.71		6.94E-01		p value -		0.001201029						6.30E+00								C57 Sal 1		1.73E-01

		A6		DBA Sal 1				1		26.45		-0.11		7.76E-01		1.35E+00		5.68E-01		25.71		6.94E-01						1.90E+00				2.07E+00								C57 Sal 1		3.18E-01

		B1		Standard				2		29.11		-0.699		2.00E-01		2.00E-01		1.39E-09		28.62		4.27E-01																		Standard		2.00E-01

		B2		Standard				2		28.4		-0.699		2.00E-01		2.00E-01		1.39E-09		28.62		4.27E-01																		Standard		2.00E-01

		B3		Standard				2		28.34		-0.699		2.00E-01		2.00E-01		1.39E-09		28.62		4.27E-01																		Standard		2.00E-01

		B4		DBA Sal 2				2		24.44		0.464		2.91E+00		2.20E+00		7.14E-01		24.92		5.16E-01										1.90E+01		1.38E+01		5.63E+00				c57 Sal 2		1.23E-01

		B5		DBA Sal 2				2		24.87		0.342		2.20E+00		2.20E+00		7.14E-01		24.92		5.16E-01										1.46E+01								c57 Sal 2		1.32E-01

		B6		DBA Sal 2				2		25.47		0.171		1.48E+00		2.20E+00		7.14E-01		24.92		5.16E-01		C57 s.e		1.87E-01						7.83E+00								c57 Sal 2		1.61E-01

		C1		Standard				3		30.95		-1.398		4.00E-02		4.00E-02		3.51E-10		30.89		1.79E-01																		Standard		4.00E-02

		C2		Standard				3		30.69		-1.398		4.00E-02		4.00E-02		3.51E-10		30.89		1.79E-01																		Standard		4.00E-02

		C3		Standard				3		31.03		-1.398		4.00E-02		4.00E-02		3.51E-10		30.89		1.79E-01																		Standard		4.00E-02

		C4		DBA Sal 3				3		26.83		-0.217		6.07E-01		2.24E+00		1.47E+00		25.19		1.43E+00										1.98E+00		6.83E+00		4.23E+00				C57 Sal 3		2.73E-01

		C5		DBA Sal 3				3		24.58		0.423		2.65E+00		2.24E+00		1.47E+00		25.19		1.43E+00						0				8.83E+00								C57 Sal 3		2.60E-01

		C6		DBA Sal 3				3		24.18		0.539		3.46E+00		2.24E+00		1.47E+00		25.19		1.43E+00										9.69E+00								C57 Sal 3		3.24E-01

		D3		Standard				4		33.47		-2.097		8.00E-03		8.00E-03		N/A		33.47		N/A																		DBA Sal 1		3.53E-01

		D4		C57 Sal 1				4		24.16		0.545		3.51E+00		3.40E+00		1.10E+00		24.26		5.28E-01												1.35E+01		6.99E-01				DBA Sal 1		3.03E-01

		D5		C57 Sal 1				4		24.83		0.352		2.25E+00		3.40E+00		1.10E+00		24.26		5.28E-01										1.30E+01								DBA Sal 1		3.75E-01

		D6		C57 Sal 1				4		23.79		0.648		4.45E+00		3.40E+00		1.10E+00		24.26		5.28E-01						2.44E+00				1.40E+01								Standard		8.00E-03

		E4		C57 Sal 2				5		24.26		0.514		3.26E+00		3.35E+00		1.73E-01		24.23		7.74E-02										2.65E+01		2.43E+01		2.23E+00				Standard		8.00E-03

		E5		C57 Sal 2				5		24.28		0.51		3.23E+00		3.35E+00		1.73E-01		24.23		7.74E-02										2.45E+01								Standard		8.00E-03

		E6		C57 Sal 2				5		24.14		0.55		3.55E+00		3.35E+00		1.73E-01		24.23		7.74E-02										2.20E+01								DBA Sal 2		1.53E-01

		F4		C57 Sal 3				6		24.23		0.523		3.33E+00		3.43E+00		8.89E-02		24.19		3.97E-02										1.22E+01		1.21E+01		1.38E+00				DBA Sal 2		1.51E-01

		F5		C57 Sal 3				6		24.16		0.544		3.50E+00		3.43E+00		8.89E-02		24.19		3.97E-02										1.35E+01								DBA Sal 2		1.89E-01

		F6		C57 Sal 3				6		24.17		0.541		3.47E+00		3.43E+00		8.89E-02		24.19		3.97E-02										1.07E+01								Standard		1.60E-03

		D1		Standard				4		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		Standard		1.60E-03

		D2		Standard				4		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		Standard		1.60E-03

		E1		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		DBA Sal 3		3.07E-01

		E2		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		DBA Sal 3		3.00E-01

		E3		Standard				5		N/A		N/A		N/A		N/A		N/A		N/A		N/A																		DBA Sal 3		3.57E-01

																																DBA		8.24E+00

																																C57		1.08E+01

																																Ttest		0.0081490085

																																fold change		1.31E+00
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		Target_ID		analysis_id		SampleName		ProbeArrayName		ExpCellFile		AnalysisFile		Affy_SF		STP		SDT		TGT		Expr1

		1056		1947		AJC57E1NA		Mg_u74av2		AJ090501DBA4E1nacc		AJ090501DBA4E1nacc.txt		1.847978		3		19.5		190		AJC57E1NA

		1057		1948		AJC57E2NA		Mg_u74av2		AJ090501DBA4E2nacc		AJ090501DBA4E2nacc.txt		1.031337		3		12.2		190		AJC57E2NA

		1053		1944		AJC57S1NA		Mg_u74av2		AJ090501DBA4S1nacc		AJ090501DBA4S1nacc.txt		1.791801		3		19.8		190		AJC57S1NA

		1054		1945		AJC57S2NA		Mg_u74av2		AJ090501DBA4S2nacc		AJ090501DBA4S2nacc.txt		1.621766		3		19.2		190		AJC57S2NA

		1055		1946		AJC57S3NA		Mg_u74av2		AJ090501DBA4S3nacc		AJ090501DBA4S3nacc.txt		1.346893		3		15.7		190		AJC57S3NA

		1041		1938		AJDBA4S1NA		Mg_u74av2		aj091101DBA4S1NACC		aj091101DBA4S1NACC.txt		1.735878		3		29.1		190		AJDBA4S1NA

		1044		1941		AJDBAE1NA		Mg_u74av2		aj091101DBA4E1NACC		aj091101DBA4E1NACC.txt		1.789592		3		18.5		190		AJDBAE1NA

		1045		1942		AJDBAE2NA		Mg_u74av2		aj091101DBA4E2NACC		aj091101DBA4E2NACC.txt		1.564037		3		19.4		190		AJDBAE2NA

		1046		1943		AJDBAE3NA		Mg_u74av2		aj091101DBA4E3NACC		aj091101DBA4E3NACC.txt		1.940603		3		26.7		190		AJDBAE3NA

		1042		1939		AJDBAS2NA		Mg_u74av2		aj091101DBA4S2NACC		aj091101DBA4S2NACC.txt		1.906122		3		24.1		190		AJDBAS2NA

		1043		1940		AJDBAS3NA		Mg_u74av2		aj091101DBA4S3NACC		aj091101DBA4S3NACC.txt		1.689589		3		21.4		190		AJDBAS3NA

		984		1895		AJNTXN1EA-1NA		Mg_u74av2		AJ060601NTXN1EANA		AJ060601NTXN1EANA.txt		2.838177		3		33.8		190		AJNTXN1EA-1NA

		998		1907		AJNTXN1EB-1NA		Mg_u74av2		AJ060601NTXN1EBNA		AJ060601NTXN1EBNA.txt		11.23428		3		70.2		190		AJNTXN1EB-1NA

		988		1899		AJNTXN1SA-1NA		Mg_u74av2		AJ060601NTXN1SANA		AJ060601NTXN1SANA.txt		2.117955		3		31.6		190		AJNTXN1SA-1NA

		981		1894		AJNTXN1SB-1NA		Mg_u74av2		AJ060601NTXN1SBNA		AJ060601NTXN1SBNA.txt		2.987018		3		30		190		AJNTXN1SB-1NA

		987		1898		AJNTXN2EA-1NA		Mg_u74av2		AJ060601NTXN2EANA		AJ060601NTXN2EANA.txt		2.640862		3		23.9		190		AJNTXN2EA-1NA

		986		1897		AJNTXN2EB-1NA		Mg_u74av2		AJ060601NTXN2EBNA		AJ060601NTXN2EBNA.txt		2.213617		3		20.8		190		AJNTXN2EB-1NA

		994		1903		AJNTXN2SA-1NA		Mg_u74av2		AJ060601NTXN2SANA		AJ060601NTXN2SANA.txt		2.537322		3		23		190		AJNTXN2SA-1NA

		992		1902		AJNTXN2SB-1NA		Mg_u74av2		AJ060601NTXN2SBNA		AJ060601NTXN2SBNA.txt		2.131926		3		19.8		190		AJNTXN2SB-1NA

		997		1906		AJNTXSEA-1NA		Mg_u74av2		AJ060601NTXSEANA		AJ060601NTXSEANA.txt		1.892648		3		17.7		190		AJNTXSEA-1NA

		991		1901		AJNTXSEB-1NA		Mg_u74av2		AJ060601NTXSEBNA		AJ060601NTXSEBNA.txt		2.574939		3		23.6		190		AJNTXSEB-1NA

		985		1896		AJNTXSSA-1NA		Mg_u74av2		AJ060601NTXSSANA		AJ060601NTXSSANA.txt		2.656776		3		26.3		190		AJNTXSSA-1NA

		995		1904		AJNTXSSA1-1NA		Mg_u74av2		AJ060601NTXSSA1NA		AJ060601NTXSSA1NA.txt		2.740157		3		23.7		190		AJNTXSSA1-1NA

		989		1900		AJNTXSSB-1NA		Mg_u74av2		AJ060601NTXSSBNA		AJ060601NTXSSBNA.txt		2.535031		3		42.8		190		AJNTXSSB-1NA

		996		1905		AJNTXSSB1-1NA		Mg_u74av2		AJ060601NTXSSB1NA		AJ060601NTXSSB1NA.txt		2.422812		3		21.9		190		AJNTXSSB1-1NA

		1038		1935		AJPKCEKE1nacc		Mg_u74av2		AJ0900501PKCEKE1nacc		AJ0900501PKCEKE1nacc.txt		1.870542		3		26.7		190		AJPKCEKE1nacc

		1039		1936		AJPKCEKE2nacc		Mg_u74av2		AJ0900501PKCEKE2nacc		AJ0900501PKCEKE2nacc.txt		1.274476		3		18.3		190		AJPKCEKE2nacc

		1040		1937		AJPKCEKE3nacc		Mg_u74av2		AJ0900501PKCEKE3nacc		AJ0900501PKCEKE3nacc.txt		2.037866		3		27.2		190		AJPKCEKE3nacc

		1035		1932		AJPKCEKS1nacc		Mg_u74av2		AJ0900501PKCEKS1nacc		AJ0900501PKCEKS1nacc.txt		1.800893		3		34.5		190		AJPKCEKS1nacc

		1036		1933		AJPKCEKS2nacc		Mg_u74av2		AJ0900501PKCEKS2nacc		AJ0900501PKCEKS2nacc.txt		72.94556		3		824.9		190		AJPKCEKS2nacc

		1037		1934		AJPKCEKS3nacc		Mg_u74av2		AJ0900501PKCEKS3nacc		AJ0900501PKCEKS3nacc.txt		1.451745		3		33.2		190		AJPKCEKS3nacc

		1031		1929		AJPKCEWE1nacc		Mg_u74av2		AJ0900501PKCEWE1nacc		AJ0900501PKCEWE1nacc.txt		1.46305		3		18.5		190		AJPKCEWE1nacc

		1033		1930		AJPKCEWE2nacc		Mg_u74av2		AJ0900501PKCEWE2nacc		AJ0900501PKCEWE2nacc.txt		1.339161		3		18.2		190		AJPKCEWE2nacc

		1034		1931		AJPKCEWE3nacc		Mg_u74av2		AJ0900501PKCEWE3nacc		AJ0900501PKCEWE3nacc.txt		2.074838		3		28.2		190		AJPKCEWE3nacc

		1028		1926		AJPKCEWS1nacc		Mg_u74av2		AJ0900501PKCEWS1nacc		AJ0900501PKCEWS1nacc.txt		1.796557		3		20.5		190		AJPKCEWS1nacc

		1029		1927		AJPKCEWS2nacc		Mg_u74av2		AJ0900501PKCEWS2nacc		AJ0900501PKCEWS2nacc.txt		1.927894		3		22.3		190		AJPKCEWS2nacc

		1030		1928		AJPKCEWS3nacc		Mg_u74av2		AJ0900501PKCEWS3nacc		AJ0900501PKCEWS3nacc.txt		1.523217		3		24.8		190		AJPKCEWS3nacc
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		96243_f_at		0		0		1890		228		1938		95		109.6875		115		182.5833		0				100113_s_at		0		0		10605		1360		1938		3937		4908.8333333333		0				100710_at		0		0		7410		1407		1938		916		1430.8541666667		0
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		96243_f_at		2		0		1960		234		1938		122				-62				0				100113_s_at		2		0		7660		1378		1938		5120				0				100710_at		2		0		19535		2408		1938		2065				0

		96243_f_at		2		1		1838		212		1938						0				0				100113_s_at				1		2540		323		1938						0				100710_at		2		1		3740		343		1938						0		3
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		96243_f_at		4		0		1550		245		1938		-205				-275.6666666667				0				100113_s_at		4		0		7360		1116		1938		5207				0				100710_at		4		0		27633		1414		1938		-642				0

		96243_f_at		4		1		1755		201		1938						0				0				100113_s_at				1		2153		227		1938						0				100710_at		4		1		9873		2056		1938						0		5
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		96243_f_at		8		1		1750		207		1938						0				0				100113_s_at				1		1730		191		1938						0				100710_at		8		1		5900		444		1938						0		9
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		96243_f_at		10		0		3788		581		1938		1128				901				0				100113_s_at		10		0		8525		1191		1938		6310				0				100710_at		10		0		2920		392		1938		219				0
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		96243_f_at		11		1		2200		278		1938						0				0				100113_s_at				1		1570		223		1938						0				100710_at		11		1		2535		260		1938						0		12

		96243_f_at		12		0		4060		354		1938		-95				-105				0				100113_s_at		12		0		5485		1081		1938		1865				0				100710_at		12		0		31593		6112		1938		4492				0
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		96243_f_at		13		0		1650		178		1938		170				158.3333333333				0				100113_s_at		13		0		4783		680		1938		1443				0				100710_at		13		0		20290		4741		1938		3965				0

		96243_f_at		13		1		1480		178		1938						0				0				100113_s_at				1		3340		303		1938						0				100710_at		13		1		5205		776		1938						0		14

		96243_f_at		14		0		2930		359		1938		730				583.3333333333				0				100113_s_at		14		0		9290		915		1938		4667				0				100710_at		14		0		5680		941		1938		412				0

		96243_f_at		14		1		2200		221		1938						0				0				100113_s_at				1		4623		353		1938						0				100710_at		14		1		3730		529		1938						0		15

		96243_f_at		15		0		2580		319		1938		-425				-293.3333333333				0				100113_s_at		15		0		28870		4879		1938		23200				0				100710_at		15		0		4600		697		1938		247				0

		96243_f_at		15		1		3005		322		1938						0				0				100113_s_at				1		5670		590		1938						0				100710_at		15		1		3120		450		1938						0

		96243_f_at		0		0		1280		170		1939		50				212.6666666667				0				100113_s_at		0		0		9660		1767		1939		3820				0				100710_at		0		0		6040		823		1939		360				0

		96243_f_at		0		1		1230		201		1939										0				100113_s_at				1		5840		638		1939						0				100710_at		0		1		3000		463		1939						0

		96243_f_at		1		0		1310		222		1939		47								0				100113_s_at		1		0		5490		1159		1939		3105				0				100710_at		1		0		16113		3597		1939		3270				0

		96243_f_at		1		1		1263		209		1939										0				100113_s_at				1		2385		369		1939						0				100710_at		1		1		2480		327		1939						0

		96243_f_at		2		0		1350		210		1939		-170								0				100113_s_at		2		0		8120		1202		1939		6000				0				100710_at		2		0		21770		4802		1939		4176				0

		96243_f_at		2		1		1520		241		1939										0				100113_s_at				1		2120		493		1939						0				100710_at		2		1		3960		626		1939						0

		96243_f_at		3		0		1183		152		1939		153								0				100113_s_at		3		0		3890		407		1939		2590				0				100710_at		3		0		7910		1444		1939		1144				0

		96243_f_at		3		1		1030		157		1939										0				100113_s_at				1		1300		168		1939						0				100710_at		3		1		2513		300		1939						0

		96243_f_at		4		0		1153		153		1939		-412								0				100113_s_at		4		0		4428		507		1939		3028				0				100710_at		4		0		28503		2040		1939		377				0

		96243_f_at		4		1		1565		216		1939										0				100113_s_at				1		1400		175		1939						0				100710_at		4		1		11110		1663		1939						0

		96243_f_at		5		0		1060		145		1939		-10								0				100113_s_at		5		0		17560		4235		1939		13250				0				100710_at		5		0		47480		7421		1939		3622				0

		96243_f_at		5		1		1070		191		1939										0				100113_s_at				1		4310		846		1939						0				100710_at		5		1		63393		3799		1939						0

		96243_f_at		6		0		1140		210		1939		-110								0				100113_s_at		6		0		950		155		1939		57				0				100710_at		6		0		22660		3048		1939		1489				0

		96243_f_at		6		1		1250		276		1939										0				100113_s_at				1		893		127		1939						0				100710_at		6		1		18985		1559		1939						0

		96243_f_at		7		0		980		160		1939		-98								0				100113_s_at		7		0		950		127		1939		-10				0				100710_at		7		0		5715		577		1939		312				0

		96243_f_at		7		1		1078		209		1939										0				100113_s_at				1		960		119		1939						0				100710_at		7		1		2723		265		1939						0

		96243_f_at		8		0		1040		128		1939		-105								0				100113_s_at		8		0		1113		178		1939		-17				0				100710_at		8		0		4690		988		1939		224				0
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		96243_f_at		9		1		1970		213		1939										0				100113_s_at				1		3760		622		1939						0				100710_at		9		1		2403		245		1939						0
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		96243_f_at		10		1		1928		238		1939										0				100113_s_at				1		1688		312		1939						0				100710_at		10		1		1410		213		1939						0

		96243_f_at		11		0		2430		282		1939		490								0				100113_s_at		11		0		1250		197		1939		150				0				100710_at		11		0		2580		418		1939		209				0

		96243_f_at		11		1		1940		235		1939										0				100113_s_at				1		1100		221		1939						0				100710_at		11		1		1553		209		1939						0

		96243_f_at		12		0		3228		376		1939		-167								0				100113_s_at		12		0		4740		1023		1939		2100				0				100710_at		12		0		35570		5686		1939		4475				0

		96243_f_at		12		1		3395		364		1939										0				100113_s_at				1		2640		302		1939						0				100710_at		12		1		11895		1211		1939						0

		96243_f_at		13		0		1343		205		1939		260								0				100113_s_at		13		0		3928		778		1939		1608				0				100710_at		13		0		18890		2806		1939		2399				0

		96243_f_at		13		1		1083		150		1939										0				100113_s_at				1		2320		376		1939						0				100710_at		13		1		4043		407		1939						0

		96243_f_at		14		0		2233		255		1939		643								0				100113_s_at		14		0		8440		1171		1939		4090				0				100710_at		14		0		4935		841		1939		371				0

		96243_f_at		14		1		1590		258		1939										0				100113_s_at				1		4350		464		1939						0				100710_at		14		1		2660		470		1939						0

		96243_f_at		15		0		2090		255		1939		-30								0				100113_s_at		15		0		26290		6082		1939		20710				0				100710_at		15		0		3125		305		1939		-18				0

		96243_f_at		15		1		2120		245		1939										0				100113_s_at				1		5580		674		1939						0				100710_at		15		1		2478		323		1939						0

		96243_f_at		0		0		1510		303		1940		200								0				100113_s_at		0		0		9670		1401		1940		4440				0				100710_at		0		0		7040		835		1940		509				0

		96243_f_at		0		1		1310		233		1940										0				100113_s_at				1		5230		696		1940						0				100710_at		0		1		2933		326		1940						0

		96243_f_at		1		0		1360		182		1940		250								0				100113_s_at		1		0		5990		1396		1940		3882				0				100710_at		1		0		18993		3583		1940		3136				0

		96243_f_at		1		1		1110		149		1940										0				100113_s_at				1		2108		389		1940						0				100710_at		1		1		2430		447		1940						0

		96243_f_at		2		0		1250		166		1940		-138								0				100113_s_at		2		0		8580		1264		1940		6200				0				100710_at		2		0		21430		3251		1940		2903				0

		96243_f_at		2		1		1388		208		1940										0				100113_s_at				1		2380		342		1940						0				100710_at		2		1		3090		348		1940						0

		96243_f_at		3		0		1093		109		1940		-152								0				100113_s_at		3		0		5033		542		1940		3553				0				100710_at		3		0		8090		959		1940		696				0

		96243_f_at		3		1		1245		182		1940										0				100113_s_at				1		1480		251		1940						0				100710_at		3		1		2243		263		1940						0

		96243_f_at		4		0		1190		163		1940		-210								0				100113_s_at		4		0		6510		977		1940		5055				0				100710_at		4		0		27308		2034		1940		729				0

		96243_f_at		4		1		1400		234		1940										0				100113_s_at				1		1455		206		1940						0				100710_at		4		1		9840		1305		1940						0

		96243_f_at		5		0		1063		204		1940		38								0				100113_s_at		5		0		19340		3882		1940		15150				0				100710_at		5		0		48420		7215		1940		3195				0

		96243_f_at		5		1		1025		152		1940										0				100113_s_at				1		4190		675		1940						0				100710_at		5		1		65575		4020		1940						0

		96243_f_at		6		0		1003		148		1940		58								0				100113_s_at		6		0		830		145		1940		-50				0				100710_at		6		0		22200		2172		1940		438				0

		96243_f_at		6		1		945		181		1940										0				100113_s_at				1		880		128		1940						0				100710_at		6		1		18470		1734		1940						0

		96243_f_at		7		0		1040		127		1940		-135								0				100113_s_at		7		0		990		137		1940		-90				0				100710_at		7		0		5330		658		1940		422				0

		96243_f_at		7		1		1175		207		1940										0				100113_s_at				1		1080		164		1940						0				100710_at		7		1		2405		236		1940						0

		96243_f_at		8		0		1140		162		1940		-80								0				100113_s_at		8		0		1220		145		1940		260				0				100710_at		8		0		5473		670		1940		385				0

		96243_f_at		8		1		1220		172		1940										0				100113_s_at				1		960		124		1940						0				100710_at		8		1		5093		285		1940						0

		96243_f_at		9		0		2253		328		1940		383								0				100113_s_at		9		0		10800		1896		1940		8170				0				100710_at		9		0		7343		1358		1940		1087				0

		96243_f_at		9		1		1870		269		1940										0				100113_s_at				1		2630		311		1940						0				100710_at		9		1		2563		271		1940						0

		96243_f_at		10		0		2668		438		1940		890								0				100113_s_at		10		0		6403		650		1940		5148				0				100710_at		10		0		2000		260		1940		27				0

		96243_f_at		10		1		1778		231		1940										0				100113_s_at				1		1255		195		1940						0				100710_at		10		1		1330		233		1940						0

		96243_f_at		11		0		2330		297		1940		670								0				100113_s_at		11		0		1355		245		1940		200				0				100710_at		11		0		3090		395		1940		192				0

		96243_f_at		11		1		1660		237		1940										0				100113_s_at				1		1155		212		1940						0				100710_at		11		1		1715		203		1940						0

		96243_f_at		12		0		2840		307		1940		-53								0				100113_s_at		12		0		4920		396		1940		2517				0				100710_at		12		0		40650		4163		1940		2805				0

		96243_f_at		12		1		2893		274		1940										0				100113_s_at				1		2403		387		1940						0				100710_at		12		1		12060		1358		1940						0

		96243_f_at		13		0		1185		127		1940		45								0				100113_s_at		13		0		3870		805		1940		1585				0				100710_at		13		0		24893		4717		1940		4218				0

		96243_f_at		13		1		1140		181		1940										0				100113_s_at				1		2285		298		1940						0				100710_at		13		1		4380		499		1940						0

		96243_f_at		14		0		1875		189		1940		377								0				100113_s_at		14		0		8573		1924		1940		4443				0				100710_at		14		0		4700		773		1940		424				0

		96243_f_at		14		1		1498		230		1940										0				100113_s_at				1		4130		626		1940						0				100710_at		14		1		2658		349		1940						0

		96243_f_at		15		0		1965		226		1940		-425								0				100113_s_at		15		0		25690		4480		1940		20632				0				100710_at		15		0		3323		415		1940		132				0

		96243_f_at		15		1		2390		408		1940								7.2831908832		0				100113_s_at				1		5058		569		1940						1.4212219468				100710_at		15		1		2140		283		1940						1.3454958431

		96243_f_at		0		0		1428		207		1944		388		798.875		342.6666666667				0				100113_s_at		0		0		12605		1630		1944		5870		6976.5416666667		0				100710_at		0		0		6950		1276		1944		955		1925.2083333333		0

		96243_f_at				1		1040		178		1944						0				0				100113_s_at		0		1		6735		1001		1944						0				100710_at		0		1		2440		321		1944						0

		96243_f_at		1		0		1350		222		1944		430				391.6666666667				0				100113_s_at		1		0		9380		1871		1944		7030				0				100710_at		1		0		19445		3501		1944		2882				0

		96243_f_at				1		920		115		1944						0				0				100113_s_at		1		1		2350		422		1944						0				100710_at		1		1		2330		619		1944						0

		96243_f_at		2		0		1158		210		1944		-10				-59.3333333333				0				100113_s_at		2		0		10748		1207		1944		8488				0				100710_at		2		0		22568		2972		1944		2479				0

		96243_f_at				1		1168		161		1944						0				0				100113_s_at		2		1		2260		479		1944						0				100710_at		2		1		2710		493		1944						0

		96243_f_at		3		0		1150		126		1944		437				489				0				100113_s_at		3		0		5870		787		1944		4580				0				100710_at		3		0		7383		993		1944		669				0

		96243_f_at				1		713		105		1944						0				0				100113_s_at		3		1		1290		195		1944						0				100710_at		3		1		2070		324		1944						0

		96243_f_at		4		0		1780		201		1944		585				785				0				100113_s_at		4		0		10490		1794		1944		8710				0				100710_at		4		0		24510		2687		1944		1964				0

		96243_f_at				1		1195		202		1944						0				0				100113_s_at		4		1		1780		322		1944						0				100710_at		4		1		8260		723		1944						0

		96243_f_at		5		0		1913		353		1944		883				947.6666666667				0				100113_s_at		5		0		18973		2527		1944		16193				0				100710_at		5		0		28580		6698		1944		4236				0

		96243_f_at				1		1030		145		1944						0				0				100113_s_at		5		1		2780		295		1944						0				100710_at		5		1		41190		2462		1944						0

		96243_f_at		6		0		1203		194		1944		418				238.3333333333				0				100113_s_at		6		0		753		101		1944		25				0				100710_at		6		0		15970		3994		1944		2764				0

		96243_f_at				1		785		93		1944						0				0				100113_s_at		6		1		728		111		1944						0				100710_at		6		1		11650		1230		1944						0

		96243_f_at		7		0		1450		274		1944		622				724				0				100113_s_at		7		0		790		141		1944		-90				0				100710_at		7		0		4160		698		1944		432				0

		96243_f_at				1		828		126		1944						0				0				100113_s_at		7		1		880		152		1944						0				100710_at		7		1		2055		266		1944						0

		96243_f_at		8		0		1215		219		1944		325				353.3333333333				0				100113_s_at		8		0		910		108		1944		117				0				100710_at		8		0		5045		519		1944		78				0

		96243_f_at				1		890		172		1944						0				0				100113_s_at		8		1		793		124		1944						0				100710_at		8		1		4500		441		1944						0

		96243_f_at		9		0		2348		304		1944		908				348.6666666667				0				100113_s_at		9		0		15985		1824		1944		12322				0				100710_at		9		0		6550		1540		1944		1198				0

		96243_f_at				1		1440		193		1944						0				0				100113_s_at		9		1		3663		1000		1944						0				100710_at		9		1		2345		342		1944						0

		96243_f_at		10		0		3738		293		1944		2040				1820				0				100113_s_at		10		0		6430		1133		1944		5352				0				100710_at		10		0		2200		283		1944		127				0

		96243_f_at				1		1698		281		1944						0				0				100113_s_at		10		1		1078		168		1944						0				100710_at		10		1		1223		156		1944						0

		96243_f_at		11		0		3820		632		1944		2150				2291.6666666667				0				100113_s_at		11		0		1215		184		1944		355				0				100710_at		11		0		2938		472		1944		304				0

		96243_f_at				1		1670		251		1944						0				0				100113_s_at		11		1		860		195		1944						0				100710_at		11		1		1380		168		1944						0

		96243_f_at		12		0		4620		559		1944		1775				2082				0				100113_s_at		12		0		4870		552		1944		3387				0				100710_at		12		0		34420		6901		1944		5188				0

		96243_f_at				1		2845		326		1944						0				0				100113_s_at		12		1		1483		277		1944						0				100710_at		12		1		10530		1713		1944						0

		96243_f_at		13		0		1205		171		1944		385				595				0				100113_s_at		13		0		4160		767		1944		2450				0				100710_at		13		0		20020		5617		1944		4959				0

		96243_f_at				1		820		147		1944						0				0				100113_s_at		13		1		1710		176		1944						0				100710_at		13		1		3640		658		1944						0

		96243_f_at		14		0		2990		644		1944		1797				1726.3333333333				0				100113_s_at		14		0		9548		1014		1944		5413				0				100710_at		14		0		5130		1014		1944		616				0

		96243_f_at				1		1193		217		1944						0				0				100113_s_at		14		1		4135		232		1944						0				100710_at		14		1		2393		398		1944						0

		96243_f_at		15		0		1860		262		1944		-60				-294				0				100113_s_at		15		0		29280		6945		1944		23690				0				100710_at		15		0		3220		406		1944		209				0

		96243_f_at				1		1920		427		1944						0				0				100113_s_at		15		1		5590		817		1944						0				100710_at		15		1		1868		197		1944						0

		96243_f_at		0		0		1720		258		1945		310								0				100113_s_at		0		0		12290		3407		1945		5515				0				100710_at		0		0		7870		878		1945		445				0

		96243_f_at				1		1410		252		1945										0				100113_s_at		0		1		6775		683		1945						0				100710_at		0		1		4240		433		1945						0

		96243_f_at		1		0		1473		207		1945		403								0				100113_s_at		1		0		8203		970		1945		5570				0				100710_at		1		0		17935		3990		1945		2962				0

		96243_f_at				1		1070		185		1945										0				100113_s_at		1		1		2633		327		1945						0				100710_at		1		1		3050		1028		1945						0

		96243_f_at		2		0		1365		183		1945		-35								0				100113_s_at		2		0		12805		1513		1945		10097				0				100710_at		2		0		22623		4676		1945		4380				0

		96243_f_at				1		1400		172		1945										0				100113_s_at		2		1		2708		637		1945						0				100710_at		2		1		3480		296		1945						0

		96243_f_at		3		0		1520		211		1945		415								0				100113_s_at		3		0		5870		908		1945		4280				0				100710_at		3		0		9040		2241		1945		1788				0

		96243_f_at				1		1105		108		1945										0				100113_s_at		3		1		1590		266		1945						0				100710_at		3		1		2590		453		1945						0

		96243_f_at		4		0		2100		401		1945		640								0				100113_s_at		4		0		8868		1653		1945		6845				0				100710_at		4		0		32310		4003		1945		2953				0

		96243_f_at				1		1460		222		1945										0				100113_s_at		4		1		2023		284		1945						0				100710_at		4		1		13005		1050		1945						0

		96243_f_at		5		0		1530		279		1945		470								0				100113_s_at		5		0		24513		3709		1945		19138				0				100710_at		5		0		54130		15443		1945		11983				0

		96243_f_at				1		1060		191		1945										0				100113_s_at		5		1		5375		754		1945						0				100710_at		5		1		77445		3460		1945						0

		96243_f_at		6		0		1080		147		1945		-43								0				100113_s_at		6		0		858		166		1945		-62				0				100710_at		6		0		22828		3808		1945		2777				0

		96243_f_at				1		1123		215		1945										0				100113_s_at		6		1		920		154		1945						0				100710_at		6		1		19710		1031		1945						0

		96243_f_at		7		0		1388		206		1945		350								0				100113_s_at		7		0		970		132		1945		20				0				100710_at		7		0		5573		787		1945		440				0

		96243_f_at				1		1038		187		1945										0				100113_s_at		7		1		950		156		1945						0				100710_at		7		1		2220		347		1945						0

		96243_f_at		8		0		1210		174		1945		220								0				100113_s_at		8		0		1090		192		1945		60				0				100710_at		8		0		5600		834		1945		-162				0

		96243_f_at				1		990		173		1945										0				100113_s_at		8		1		1030		179		1945						0				100710_at		8		1		6455		996		1945						0

		96243_f_at		9		0		2293		276		1945		-157								0				100113_s_at		9		0		17940		4137		1945		13900				0				100710_at		9		0		7310		970		1945		578				0

		96243_f_at				1		2450		365		1945										0				100113_s_at		9		1		4040		764		1945						0				100710_at		9		1		2608		392		1945						0

		96243_f_at		10		0		4010		651		1945		1660								0				100113_s_at		10		0		8638		1136		1945		6558				0				100710_at		10		0		2223		335		1945		97				0

		96243_f_at				1		2350		212		1945										0				100113_s_at		10		1		2080		538		1945						0				100710_at		10		1		1520		238		1945						0

		96243_f_at		11		0		4250		627		1945		2475								0				100113_s_at		11		0		1178		202		1945		340				0				100710_at		11		0		2680		652		1945		448				0

		96243_f_at				1		1775		199		1945										0				100113_s_at		11		1		838		98		1945						0				100710_at		11		1		1310		204		1945						0

		96243_f_at		12		0		5963		590		1945		2173								0				100113_s_at		12		0		5900		1423		1945		3370				0				100710_at		12		0		29180		4662		1945		3580				0
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		Target_ID		analysis_id		SampleName		ProbeArrayName		ExpCellFile		AnalysisFile		Affy_SF		STP		SDT		TGT		Expr1

		1056		1947		AJC57E1NA		Mg_u74av2		AJ090501DBA4E1nacc		AJ090501DBA4E1nacc.txt		1.847978		3		19.5		190		AJC57E1NA

		1057		1948		AJC57E2NA		Mg_u74av2		AJ090501DBA4E2nacc		AJ090501DBA4E2nacc.txt		1.031337		3		12.2		190		AJC57E2NA

		1053		1944		AJC57S1NA		Mg_u74av2		AJ090501DBA4S1nacc		AJ090501DBA4S1nacc.txt		1.791801		3		19.8		190		AJC57S1NA

		1054		1945		AJC57S2NA		Mg_u74av2		AJ090501DBA4S2nacc		AJ090501DBA4S2nacc.txt		1.621766		3		19.2		190		AJC57S2NA

		1055		1946		AJC57S3NA		Mg_u74av2		AJ090501DBA4S3nacc		AJ090501DBA4S3nacc.txt		1.346893		3		15.7		190		AJC57S3NA

		1041		1938		AJDBA4S1NA		Mg_u74av2		aj091101DBA4S1NACC		aj091101DBA4S1NACC.txt		1.735878		3		29.1		190		AJDBA4S1NA

		1044		1941		AJDBAE1NA		Mg_u74av2		aj091101DBA4E1NACC		aj091101DBA4E1NACC.txt		1.789592		3		18.5		190		AJDBAE1NA

		1045		1942		AJDBAE2NA		Mg_u74av2		aj091101DBA4E2NACC		aj091101DBA4E2NACC.txt		1.564037		3		19.4		190		AJDBAE2NA

		1046		1943		AJDBAE3NA		Mg_u74av2		aj091101DBA4E3NACC		aj091101DBA4E3NACC.txt		1.940603		3		26.7		190		AJDBAE3NA

		1042		1939		AJDBAS2NA		Mg_u74av2		aj091101DBA4S2NACC		aj091101DBA4S2NACC.txt		1.906122		3		24.1		190		AJDBAS2NA

		1043		1940		AJDBAS3NA		Mg_u74av2		aj091101DBA4S3NACC		aj091101DBA4S3NACC.txt		1.689589		3		21.4		190		AJDBAS3NA

		984		1895		AJNTXN1EA-1NA		Mg_u74av2		AJ060601NTXN1EANA		AJ060601NTXN1EANA.txt		2.838177		3		33.8		190		AJNTXN1EA-1NA

		998		1907		AJNTXN1EB-1NA		Mg_u74av2		AJ060601NTXN1EBNA		AJ060601NTXN1EBNA.txt		11.23428		3		70.2		190		AJNTXN1EB-1NA

		988		1899		AJNTXN1SA-1NA		Mg_u74av2		AJ060601NTXN1SANA		AJ060601NTXN1SANA.txt		2.117955		3		31.6		190		AJNTXN1SA-1NA

		981		1894		AJNTXN1SB-1NA		Mg_u74av2		AJ060601NTXN1SBNA		AJ060601NTXN1SBNA.txt		2.987018		3		30		190		AJNTXN1SB-1NA

		987		1898		AJNTXN2EA-1NA		Mg_u74av2		AJ060601NTXN2EANA		AJ060601NTXN2EANA.txt		2.640862		3		23.9		190		AJNTXN2EA-1NA

		986		1897		AJNTXN2EB-1NA		Mg_u74av2		AJ060601NTXN2EBNA		AJ060601NTXN2EBNA.txt		2.213617		3		20.8		190		AJNTXN2EB-1NA

		994		1903		AJNTXN2SA-1NA		Mg_u74av2		AJ060601NTXN2SANA		AJ060601NTXN2SANA.txt		2.537322		3		23		190		AJNTXN2SA-1NA

		992		1902		AJNTXN2SB-1NA		Mg_u74av2		AJ060601NTXN2SBNA		AJ060601NTXN2SBNA.txt		2.131926		3		19.8		190		AJNTXN2SB-1NA

		997		1906		AJNTXSEA-1NA		Mg_u74av2		AJ060601NTXSEANA		AJ060601NTXSEANA.txt		1.892648		3		17.7		190		AJNTXSEA-1NA

		991		1901		AJNTXSEB-1NA		Mg_u74av2		AJ060601NTXSEBNA		AJ060601NTXSEBNA.txt		2.574939		3		23.6		190		AJNTXSEB-1NA

		985		1896		AJNTXSSA-1NA		Mg_u74av2		AJ060601NTXSSANA		AJ060601NTXSSANA.txt		2.656776		3		26.3		190		AJNTXSSA-1NA

		995		1904		AJNTXSSA1-1NA		Mg_u74av2		AJ060601NTXSSA1NA		AJ060601NTXSSA1NA.txt		2.740157		3		23.7		190		AJNTXSSA1-1NA

		989		1900		AJNTXSSB-1NA		Mg_u74av2		AJ060601NTXSSBNA		AJ060601NTXSSBNA.txt		2.535031		3		42.8		190		AJNTXSSB-1NA

		996		1905		AJNTXSSB1-1NA		Mg_u74av2		AJ060601NTXSSB1NA		AJ060601NTXSSB1NA.txt		2.422812		3		21.9		190		AJNTXSSB1-1NA

		1038		1935		AJPKCEKE1nacc		Mg_u74av2		AJ0900501PKCEKE1nacc		AJ0900501PKCEKE1nacc.txt		1.870542		3		26.7		190		AJPKCEKE1nacc

		1039		1936		AJPKCEKE2nacc		Mg_u74av2		AJ0900501PKCEKE2nacc		AJ0900501PKCEKE2nacc.txt		1.274476		3		18.3		190		AJPKCEKE2nacc

		1040		1937		AJPKCEKE3nacc		Mg_u74av2		AJ0900501PKCEKE3nacc		AJ0900501PKCEKE3nacc.txt		2.037866		3		27.2		190		AJPKCEKE3nacc

		1035		1932		AJPKCEKS1nacc		Mg_u74av2		AJ0900501PKCEKS1nacc		AJ0900501PKCEKS1nacc.txt		1.800893		3		34.5		190		AJPKCEKS1nacc

		1036		1933		AJPKCEKS2nacc		Mg_u74av2		AJ0900501PKCEKS2nacc		AJ0900501PKCEKS2nacc.txt		72.94556		3		824.9		190		AJPKCEKS2nacc

		1037		1934		AJPKCEKS3nacc		Mg_u74av2		AJ0900501PKCEKS3nacc		AJ0900501PKCEKS3nacc.txt		1.451745		3		33.2		190		AJPKCEKS3nacc

		1031		1929		AJPKCEWE1nacc		Mg_u74av2		AJ0900501PKCEWE1nacc		AJ0900501PKCEWE1nacc.txt		1.46305		3		18.5		190		AJPKCEWE1nacc

		1033		1930		AJPKCEWE2nacc		Mg_u74av2		AJ0900501PKCEWE2nacc		AJ0900501PKCEWE2nacc.txt		1.339161		3		18.2		190		AJPKCEWE2nacc

		1034		1931		AJPKCEWE3nacc		Mg_u74av2		AJ0900501PKCEWE3nacc		AJ0900501PKCEWE3nacc.txt		2.074838		3		28.2		190		AJPKCEWE3nacc

		1028		1926		AJPKCEWS1nacc		Mg_u74av2		AJ0900501PKCEWS1nacc		AJ0900501PKCEWS1nacc.txt		1.796557		3		20.5		190		AJPKCEWS1nacc

		1029		1927		AJPKCEWS2nacc		Mg_u74av2		AJ0900501PKCEWS2nacc		AJ0900501PKCEWS2nacc.txt		1.927894		3		22.3		190		AJPKCEWS2nacc

		1030		1928		AJPKCEWS3nacc		Mg_u74av2		AJ0900501PKCEWS3nacc		AJ0900501PKCEWS3nacc.txt		1.523217		3		24.8		190		AJPKCEWS3nacc
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		Nac				Probe has SNP																				Nac																						Nac
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		DBA

		ProbeSet		ATOM_IDX		FLAG		INTENSITY		STATISTIC		ID						avg		average w/ 0 instead of - numbers		MASKFLAG				ProbeSet		ATOM_IDX		FLAG		INTENSITY		STATISTIC		ID		PM-MM		avg PM-MM				MASKFLAG				ProbeSet		ATOM_IDX		FLAG		INTENSITY		STATISTIC		ID		PM -MM		avg PM-MM		MASKFLAG		0

		96243_f_at		0		0		1890		228		1938		95		109.6875		115		182.5833		0				100113_s_at		0		0		10605		1360		1938		3937		4908.8333333333		4065.6666666667		0				100710_at		0		0		7410		1407		1938		916		1430.8541666667		0

		96243_f_at		0		1		1795		218		1938						0				0				100113_s_at				1		6668		602		1938						0		0				100710_at		0		1		3570		491		1938						0		1

		96243_f_at		1		0		1583		261		1938		-67				76.6666666667				0				100113_s_at		1		0		5550		724		1938		2805				3264		0				100710_at		1		0		17073		3373		1938		2924				0

		96243_f_at		1		1		1650		202		1938						0				0				100113_s_at				1		2745		227		1938						0		0				100710_at		1		1		3408		449		1938						0		2

		96243_f_at		2		0		1960		234		1938		122				-62				0				100113_s_at		2		0		7660		1378		1938		5120				5773.3333333333		0				100710_at		2		0		19535		2408		1938		2065				0

		96243_f_at		2		1		1838		212		1938						0				0				100113_s_at				1		2540		323		1938						0		0				100710_at		2		1		3740		343		1938						0		3

		96243_f_at		3		0		1750		216		1938		-20				-6.3333333333				0				100113_s_at		3		0		5590		891		1938		3835				3326		0				100710_at		3		0		8870		1597		1938		1028				0

		96243_f_at		3		1		1770		208		1938						0				0				100113_s_at				1		1755		246		1938						0		0				100710_at		3		1		3080		569		1938						0		4

		96243_f_at		4		0		1550		245		1938		-205				-275.6666666667				0				100113_s_at		4		0		7360		1116		1938		5207				4430		0				100710_at		4		0		27633		1414		1938		-642				0

		96243_f_at		4		1		1755		201		1938						0				0				100113_s_at				1		2153		227		1938						0		0				100710_at		4		1		9873		2056		1938						0		5

		96243_f_at		5		0		1590		194		1938		-80				-17.3333333333				0				100113_s_at		5		0		18118		1555		1938		13828				14076		0				100710_at		5		0		55395		8519		1938		5820				0

		96243_f_at		5		1		1670		187		1938						0				0				100113_s_at				1		4290		345		1938						0		0				100710_at		5		1		73008		2699		1938						0		6

		96243_f_at		6		0		1238		145		1938		-152				-68				0				100113_s_at		6		0		1260		138		1938		-70				-21		0				100710_at		6		0		20758		2240		1938		563				0

		96243_f_at		6		1		1390		190		1938						0				0				100113_s_at				1		1330		239		1938						0		0				100710_at		6		1		16450		1677		1938						0		7

		96243_f_at		7		0		1570		219		1938		-130				-121				0				100113_s_at		7		0		1583		224		1938		-137				-79		0				100710_at		7		0		5840		978		1938		568				0

		96243_f_at		7		1		1700		300		1938						0				0				100113_s_at				1		1720		237		1938						0		0				100710_at		7		1		3090		410		1938						0		8

		96243_f_at		8		0		1760		272		1938		10				-58.3333333333				0				100113_s_at		8		0		1910		217		1938		180				141		0				100710_at		8		0		5975		843		1938		399				0

		96243_f_at		8		1		1750		207		1938						0				0				100113_s_at				1		1730		191		1938						0		0				100710_at		8		1		5900		444		1938						0		9

		96243_f_at		9		0		2500		290		1938		-30				234.3333333333				0				100113_s_at		9		0		10488		2025		1938		7030				8021		0				100710_at		9		0		7273		1829		1938		1357				0

		96243_f_at		9		1		2530		222		1938						0				0				100113_s_at				1		3458		635		1938						0		0				100710_at		9		1		3045		472		1938						0		10

		96243_f_at		10		0		3788		581		1938		1128				901				0				100113_s_at		10		0		8525		1191		1938		6310				5674.3333333333		0				100710_at		10		0		2920		392		1938		219				0

		96243_f_at		10		1		2660		223		1938						0				0				100113_s_at				1		2215		524		1938						0		0				100710_at		10		1		2000		173		1938						0		11

		96243_f_at		11		0		3120		444		1938		920				693.3333333333				0				100113_s_at		11		0		1970		250		1938		400				250		0				100710_at		11		0		3105		327		1938		67				0

		96243_f_at		11		1		2200		278		1938						0				0				100113_s_at				1		1570		223		1938						0		0				100710_at		11		1		2535		260		1938						0		12

		96243_f_at		12		0		4060		354		1938		-95				-105				0				100113_s_at		12		0		5485		1081		1938		1865				2160.6666666667		0				100710_at		12		0		31593		6112		1938		4492				0

		96243_f_at		12		1		4155		346		1938						0				0				100113_s_at				1		3620		271		1938						0		0				100710_at		12		1		9673		1620		1938						0		13

		96243_f_at		13		0		1650		178		1938		170				158.3333333333				0				100113_s_at		13		0		4783		680		1938		1443				1545.3333333333		0				100710_at		13		0		20290		4741		1938		3965				0

		96243_f_at		13		1		1480		178		1938						0				0				100113_s_at				1		3340		303		1938						0		0				100710_at		13		1		5205		776		1938						0		14

		96243_f_at		14		0		2930		359		1938		730				583.3333333333				0				100113_s_at		14		0		9290		915		1938		4667				4400		0				100710_at		14		0		5680		941		1938		412				0

		96243_f_at		14		1		2200		221		1938						0				0				100113_s_at				1		4623		353		1938						0		0				100710_at		14		1		3730		529		1938						0		15

		96243_f_at		15		0		2580		319		1938		-425				-293.3333333333				0				100113_s_at		15		0		28870		4879		1938		23200				21514		0				100710_at		15		0		4600		697		1938		247				0

		96243_f_at		15		1		3005		322		1938						0				0				100113_s_at				1		5670		590		1938						0		0				100710_at		15		1		3120		450		1938						0

		96243_f_at		0		0		1280		170		1939		50				212.6666666667				0				100113_s_at		0		0		9660		1767		1939		3820						0				100710_at		0		0		6040		823		1939		360				0

		96243_f_at		0		1		1230		201		1939										0				100113_s_at				1		5840		638		1939								0				100710_at		0		1		3000		463		1939						0

		96243_f_at		1		0		1310		222		1939		47								0				100113_s_at		1		0		5490		1159		1939		3105						0				100710_at		1		0		16113		3597		1939		3270				0

		96243_f_at		1		1		1263		209		1939										0				100113_s_at				1		2385		369		1939								0				100710_at		1		1		2480		327		1939						0

		96243_f_at		2		0		1350		210		1939		-170								0				100113_s_at		2		0		8120		1202		1939		6000						0				100710_at		2		0		21770		4802		1939		4176				0

		96243_f_at		2		1		1520		241		1939										0				100113_s_at				1		2120		493		1939								0				100710_at		2		1		3960		626		1939						0

		96243_f_at		3		0		1183		152		1939		153								0				100113_s_at		3		0		3890		407		1939		2590						0				100710_at		3		0		7910		1444		1939		1144				0

		96243_f_at		3		1		1030		157		1939										0				100113_s_at				1		1300		168		1939								0				100710_at		3		1		2513		300		1939						0

		96243_f_at		4		0		1153		153		1939		-412								0				100113_s_at		4		0		4428		507		1939		3028						0				100710_at		4		0		28503		2040		1939		377				0

		96243_f_at		4		1		1565		216		1939										0				100113_s_at				1		1400		175		1939								0				100710_at		4		1		11110		1663		1939						0

		96243_f_at		5		0		1060		145		1939		-10								0				100113_s_at		5		0		17560		4235		1939		13250						0				100710_at		5		0		47480		7421		1939		3622				0

		96243_f_at		5		1		1070		191		1939										0				100113_s_at				1		4310		846		1939								0				100710_at		5		1		63393		3799		1939						0

		96243_f_at		6		0		1140		210		1939		-110								0				100113_s_at		6		0		950		155		1939		57						0				100710_at		6		0		22660		3048		1939		1489				0

		96243_f_at		6		1		1250		276		1939										0				100113_s_at				1		893		127		1939								0				100710_at		6		1		18985		1559		1939						0

		96243_f_at		7		0		980		160		1939		-98								0				100113_s_at		7		0		950		127		1939		-10						0				100710_at		7		0		5715		577		1939		312				0

		96243_f_at		7		1		1078		209		1939										0				100113_s_at				1		960		119		1939								0				100710_at		7		1		2723		265		1939						0

		96243_f_at		8		0		1040		128		1939		-105								0				100113_s_at		8		0		1113		178		1939		-17						0				100710_at		8		0		4690		988		1939		224				0

		96243_f_at		8		1		1145		170		1939										0				100113_s_at				1		1130		148		1939								0				100710_at		8		1		5120		764		1939						0

		96243_f_at		9		0		2320		334		1939		350								0				100113_s_at		9		0		12623		1311		1939		8863						0				100710_at		9		0		6783		789		1939		544				0

		96243_f_at		9		1		1970		213		1939										0				100113_s_at				1		3760		622		1939								0				100710_at		9		1		2403		245		1939						0

		96243_f_at		10		0		2613		322		1939		685								0				100113_s_at		10		0		7253		1191		1939		5565						0				100710_at		10		0		1750		242		1939		29				0

		96243_f_at		10		1		1928		238		1939										0				100113_s_at				1		1688		312		1939								0				100710_at		10		1		1410		213		1939						0

		96243_f_at		11		0		2430		282		1939		490								0				100113_s_at		11		0		1250		197		1939		150						0				100710_at		11		0		2580		418		1939		209				0

		96243_f_at		11		1		1940		235		1939										0				100113_s_at				1		1100		221		1939								0				100710_at		11		1		1553		209		1939						0

		96243_f_at		12		0		3228		376		1939		-167								0				100113_s_at		12		0		4740		1023		1939		2100						0				100710_at		12		0		35570		5686		1939		4475				0

		96243_f_at		12		1		3395		364		1939										0				100113_s_at				1		2640		302		1939								0				100710_at		12		1		11895		1211		1939						0

		96243_f_at		13		0		1343		205		1939		260								0				100113_s_at		13		0		3928		778		1939		1608						0				100710_at		13		0		18890		2806		1939		2399				0

		96243_f_at		13		1		1083		150		1939										0				100113_s_at				1		2320		376		1939								0				100710_at		13		1		4043		407		1939						0

		96243_f_at		14		0		2233		255		1939		643								0				100113_s_at		14		0		8440		1171		1939		4090						0				100710_at		14		0		4935		841		1939		371				0

		96243_f_at		14		1		1590		258		1939										0				100113_s_at				1		4350		464		1939								0				100710_at		14		1		2660		470		1939						0

		96243_f_at		15		0		2090		255		1939		-30								0				100113_s_at		15		0		26290		6082		1939		20710						0				100710_at		15		0		3125		305		1939		-18				0

		96243_f_at		15		1		2120		245		1939										0				100113_s_at				1		5580		674		1939								0				100710_at		15		1		2478		323		1939						0

		96243_f_at		0		0		1510		303		1940		200								0				100113_s_at		0		0		9670		1401		1940		4440						0				100710_at		0		0		7040		835		1940		509				0

		96243_f_at		0		1		1310		233		1940										0				100113_s_at				1		5230		696		1940								0				100710_at		0		1		2933		326		1940						0

		96243_f_at		1		0		1360		182		1940		250								0				100113_s_at		1		0		5990		1396		1940		3882						0				100710_at		1		0		18993		3583		1940		3136				0

		96243_f_at		1		1		1110		149		1940										0				100113_s_at				1		2108		389		1940								0				100710_at		1		1		2430		447		1940						0

		96243_f_at		2		0		1250		166		1940		-138								0				100113_s_at		2		0		8580		1264		1940		6200						0				100710_at		2		0		21430		3251		1940		2903				0

		96243_f_at		2		1		1388		208		1940										0				100113_s_at				1		2380		342		1940								0				100710_at		2		1		3090		348		1940						0

		96243_f_at		3		0		1093		109		1940		-152								0				100113_s_at		3		0		5033		542		1940		3553						0				100710_at		3		0		8090		959		1940		696				0

		96243_f_at		3		1		1245		182		1940										0				100113_s_at				1		1480		251		1940								0				100710_at		3		1		2243		263		1940						0

		96243_f_at		4		0		1190		163		1940		-210								0				100113_s_at		4		0		6510		977		1940		5055						0				100710_at		4		0		27308		2034		1940		729				0

		96243_f_at		4		1		1400		234		1940										0				100113_s_at				1		1455		206		1940								0				100710_at		4		1		9840		1305		1940						0

		96243_f_at		5		0		1063		204		1940		38								0				100113_s_at		5		0		19340		3882		1940		15150						0				100710_at		5		0		48420		7215		1940		3195				0

		96243_f_at		5		1		1025		152		1940										0				100113_s_at				1		4190		675		1940								0				100710_at		5		1		65575		4020		1940						0

		96243_f_at		6		0		1003		148		1940		58								0				100113_s_at		6		0		830		145		1940		-50						0				100710_at		6		0		22200		2172		1940		438				0

		96243_f_at		6		1		945		181		1940										0				100113_s_at				1		880		128		1940								0				100710_at		6		1		18470		1734		1940						0

		96243_f_at		7		0		1040		127		1940		-135								0				100113_s_at		7		0		990		137		1940		-90						0				100710_at		7		0		5330		658		1940		422				0

		96243_f_at		7		1		1175		207		1940										0				100113_s_at				1		1080		164		1940								0				100710_at		7		1		2405		236		1940						0

		96243_f_at		8		0		1140		162		1940		-80								0				100113_s_at		8		0		1220		145		1940		260						0				100710_at		8		0		5473		670		1940		385				0

		96243_f_at		8		1		1220		172		1940										0				100113_s_at				1		960		124		1940								0				100710_at		8		1		5093		285		1940						0

		96243_f_at		9		0		2253		328		1940		383								0				100113_s_at		9		0		10800		1896		1940		8170						0				100710_at		9		0		7343		1358		1940		1087				0

		96243_f_at		9		1		1870		269		1940										0				100113_s_at				1		2630		311		1940								0				100710_at		9		1		2563		271		1940						0

		96243_f_at		10		0		2668		438		1940		890								0				100113_s_at		10		0		6403		650		1940		5148						0				100710_at		10		0		2000		260		1940		27				0

		96243_f_at		10		1		1778		231		1940										0				100113_s_at				1		1255		195		1940								0				100710_at		10		1		1330		233		1940						0

		96243_f_at		11		0		2330		297		1940		670								0				100113_s_at		11		0		1355		245		1940		200						0				100710_at		11		0		3090		395		1940		192				0

		96243_f_at		11		1		1660		237		1940										0				100113_s_at				1		1155		212		1940								0				100710_at		11		1		1715		203		1940						0

		96243_f_at		12		0		2840		307		1940		-53								0				100113_s_at		12		0		4920		396		1940		2517						0				100710_at		12		0		40650		4163		1940		2805				0

		96243_f_at		12		1		2893		274		1940										0				100113_s_at				1		2403		387		1940								0				100710_at		12		1		12060		1358		1940						0

		96243_f_at		13		0		1185		127		1940		45								0				100113_s_at		13		0		3870		805		1940		1585						0				100710_at		13		0		24893		4717		1940		4218				0

		96243_f_at		13		1		1140		181		1940										0				100113_s_at				1		2285		298		1940								0				100710_at		13		1		4380		499		1940						0

		96243_f_at		14		0		1875		189		1940		377								0				100113_s_at		14		0		8573		1924		1940		4443						0				100710_at		14		0		4700		773		1940		424				0

		96243_f_at		14		1		1498		230		1940										0				100113_s_at				1		4130		626		1940								0				100710_at		14		1		2658		349		1940						0

		96243_f_at		15		0		1965		226		1940		-425								0				100113_s_at		15		0		25690		4480		1940		20632						0				100710_at		15		0		3323		415		1940		132				0

		96243_f_at		15		1		2390		408		1940								7.2831908832		0				100113_s_at				1		5058		569		1940								1.4212219468				100710_at		15		1		2140		283		1940						1.3454958431

		96243_f_at		0		0		1428		207		1944		388		798.875		342.6666666667				0				100113_s_at		0		0		12605		1630		1944		5870		6976.5416666667		5808.3333333333		0				100710_at		0		0		6950		1276		1944		955		1925.2083333333		0

		96243_f_at				1		1040		178		1944						0				0				100113_s_at		0		1		6735		1001		1944						0		0				100710_at		0		1		2440		321		1944						0

		96243_f_at		1		0		1350		222		1944		430				391.6666666667				0				100113_s_at		1		0		9380		1871		1944		7030				6652.6666666667		0				100710_at		1		0		19445		3501		1944		2882				0

		96243_f_at				1		920		115		1944						0				0				100113_s_at		1		1		2350		422		1944						0		0				100710_at		1		1		2330		619		1944						0

		96243_f_at		2		0		1158		210		1944		-10				-59.3333333333				0				100113_s_at		2		0		10748		1207		1944		8488				9438.3333333333		0				100710_at		2		0		22568		2972		1944		2479				0

		96243_f_at				1		1168		161		1944						0				0				100113_s_at		2		1		2260		479		1944						0		0				100710_at		2		1		2710		493		1944						0

		96243_f_at		3		0		1150		126		1944		437				489				0				100113_s_at		3		0		5870		787		1944		4580				4910		0				100710_at		3		0		7383		993		1944		669				0

		96243_f_at				1		713		105		1944						0				0				100113_s_at		3		1		1290		195		1944						0		0				100710_at		3		1		2070		324		1944						0

		96243_f_at		4		0		1780		201		1944		585				785				0				100113_s_at		4		0		10490		1794		1944		8710				8001		0				100710_at		4		0		24510		2687		1944		1964				0

		96243_f_at				1		1195		202		1944						0				0				100113_s_at		4		1		1780		322		1944						0		0				100710_at		4		1		8260		723		1944						0

		96243_f_at		5		0		1913		353		1944		883				947.6666666667				0				100113_s_at		5		0		18973		2527		1944		16193				20272		0				100710_at		5		0		28580		6698		1944		4236				0

		96243_f_at				1		1030		145		1944						0				0				100113_s_at		5		1		2780		295		1944						0		0				100710_at		5		1		41190		2462		1944						0

		96243_f_at		6		0		1203		194		1944		418				238.3333333333				0				100113_s_at		6		0		753		101		1944		25				5.3333333333		0				100710_at		6		0		15970		3994		1944		2764				0

		96243_f_at				1		785		93		1944						0				0				100113_s_at		6		1		728		111		1944						0		0				100710_at		6		1		11650		1230		1944						0

		96243_f_at		7		0		1450		274		1944		622				724				0				100113_s_at		7		0		790		141		1944		-90				-31		0				100710_at		7		0		4160		698		1944		432				0

		96243_f_at				1		828		126		1944						0				0				100113_s_at		7		1		880		152		1944						0		0				100710_at		7		1		2055		266		1944						0

		96243_f_at		8		0		1215		219		1944		325				353.3333333333				0				100113_s_at		8		0		910		108		1944		117				76.3333333333		0				100710_at		8		0		5045		519		1944		78				0

		96243_f_at				1		890		172		1944						0				0				100113_s_at		8		1		793		124		1944						0		0				100710_at		8		1		4500		441		1944						0

		96243_f_at		9		0		2348		304		1944		908				348.6666666667				0				100113_s_at		9		0		15985		1824		1944		12322				14370.6666666667		0				100710_at		9		0		6550		1540		1944		1198				0

		96243_f_at				1		1440		193		1944						0				0				100113_s_at		9		1		3663		1000		1944						0		0				100710_at		9		1		2345		342		1944						0

		96243_f_at		10		0		3738		293		1944		2040				1820				0				100113_s_at		10		0		6430		1133		1944		5352				6866.6666666667		0				100710_at		10		0		2200		283		1944		127				0

		96243_f_at				1		1698		281		1944						0				0				100113_s_at		10		1		1078		168		1944						0		0				100710_at		10		1		1223		156		1944						0

		96243_f_at		11		0		3820		632		1944		2150				2291.6666666667				0				100113_s_at		11		0		1215		184		1944		355				318.3333333333		0				100710_at		11		0		2938		472		1944		304				0

		96243_f_at				1		1670		251		1944						0				0				100113_s_at		11		1		860		195		1944						0		0				100710_at		11		1		1380		168		1944						0

		96243_f_at		12		0		4620		559		1944		1775				2082				0				100113_s_at		12		0		4870		552		1944		3387				3488.3333333333		0				100710_at		12		0		34420		6901		1944		5188				0

		96243_f_at				1		2845		326		1944						0				0				100113_s_at		12		1		1483		277		1944						0		0				100710_at		12		1		10530		1713		1944						0

		96243_f_at		13		0		1205		171		1944		385				595				0				100113_s_at		13		0		4160		767		1944		2450				2501.6666666667		0				100710_at		13		0		20020		5617		1944		4959				0

		96243_f_at				1		820		147		1944						0				0				100113_s_at		13		1		1710		176		1944						0		0				100710_at		13		1		3640		658		1944						0

		96243_f_at		14		0		2990		644		1944		1797				1726.3333333333				0				100113_s_at		14		0		9548		1014		1944		5413				5370		0				100710_at		14		0		5130		1014		1944		616				0

		96243_f_at				1		1193		217		1944						0				0				100113_s_at		14		1		4135		232		1944						0		0				100710_at		14		1		2393		398		1944						0

		96243_f_at		15		0		1860		262		1944		-60				-294				0				100113_s_at		15		0		29280		6945		1944		23690				23576		0				100710_at		15		0		3220		406		1944		209				0

		96243_f_at				1		1920		427		1944						0				0				100113_s_at		15		1		5590		817		1944						0		0				100710_at		15		1		1868		197		1944						0

		96243_f_at		0		0		1720		258		1945		310								0				100113_s_at		0		0		12290		3407		1945		5515						0				100710_at		0		0		7870		878		1945		445				0

		96243_f_at				1		1410		252		1945										0				100113_s_at		0		1		6775		683		1945								0				100710_at		0		1		4240		433		1945						0

		96243_f_at		1		0		1473		207		1945		403								0				100113_s_at		1		0		8203		970		1945		5570						0				100710_at		1		0		17935		3990		1945		2962				0

		96243_f_at				1		1070		185		1945										0				100113_s_at		1		1		2633		327		1945								0				100710_at		1		1		3050		1028		1945						0

		96243_f_at		2		0		1365		183		1945		-35								0				100113_s_at		2		0		12805		1513		1945		10097						0				100710_at		2		0		22623		4676		1945		4380				0

		96243_f_at				1		1400		172		1945										0				100113_s_at		2		1		2708		637		1945								0				100710_at		2		1		3480		296		1945						0

		96243_f_at		3		0		1520		211		1945		415								0				100113_s_at		3		0		5870		908		1945		4280						0				100710_at		3		0		9040		2241		1945		1788				0

		96243_f_at				1		1105		108		1945										0				100113_s_at		3		1		1590		266		1945								0				100710_at		3		1		2590		453		1945						0

		96243_f_at		4		0		2100		401		1945		640								0				100113_s_at		4		0		8868		1653		1945		6845						0				100710_at		4		0		32310		4003		1945		2953				0

		96243_f_at				1		1460		222		1945										0				100113_s_at		4		1		2023		284		1945								0				100710_at		4		1		13005		1050		1945						0

		96243_f_at		5		0		1530		279		1945		470								0				100113_s_at		5		0		24513		3709		1945		19138						0				100710_at		5		0		54130		15443		1945		11983				0

		96243_f_at				1		1060		191		1945										0				100113_s_at		5		1		5375		754		1945								0				100710_at		5		1		77445		3460		1945						0

		96243_f_at		6		0		1080		147		1945		-43								0				100113_s_at		6		0		858		166		1945		-62						0				100710_at		6		0		22828		3808		1945		2777				0

		96243_f_at				1		1123		215		1945										0				100113_s_at		6		1		920		154		1945								0				100710_at		6		1		19710		1031		1945						0

		96243_f_at		7		0		1388		206		1945		350								0				100113_s_at		7		0		970		132		1945		20						0				100710_at		7		0		5573		787		1945		440				0

		96243_f_at				1		1038		187		1945										0				100113_s_at		7		1		950		156		1945								0				100710_at		7		1		2220		347		1945						0

		96243_f_at		8		0		1210		174		1945		220								0				100113_s_at		8		0		1090		192		1945		60						0				100710_at		8		0		5600		834		1945		-162				0

		96243_f_at				1		990		173		1945										0				100113_s_at		8		1		1030		179		1945								0				100710_at		8		1		6455		996		1945						0

		96243_f_at		9		0		2293		276		1945		-157								0				100113_s_at		9		0		17940		4137		1945		13900						0				100710_at		9		0		7310		970		1945		578				0

		96243_f_at				1		2450		365		1945										0				100113_s_at		9		1		4040		764		1945								0				100710_at		9		1		2608		392		1945						0

		96243_f_at		10		0		4010		651		1945		1660								0				100113_s_at		10		0		8638		1136		1945		6558						0				100710_at		10		0		2223		335		1945		97				0

		96243_f_at				1		2350		212		1945										0				100113_s_at		10		1		2080		538		1945								0				100710_at		10		1		1520		238		1945						0

		96243_f_at		11		0		4250		627		1945		2475								0				100113_s_at		11		0		1178		202		1945		340						0				100710_at		11		0		2680		652		1945		448				0

		96243_f_at				1		1775		199		1945										0				100113_s_at		11		1		838		98		1945								0				100710_at		11		1		1310		204		1945						0

		96243_f_at		12		0		5963		590		1945		2173								0				100113_s_at		12		0		5900		1423		1945		3370						0				100710_at		12		0		29180		4662		1945		3580				0

		96243_f_at				1		3790		373		1945										0				100113_s_at		12		1		2530		343		1945								0				100710_at		12		1		10140		1082		1945						0

		96243_f_at		13		0		1555		246		1945		395								0				100113_s_at		13		0		4895		884		1945		2530						0				100710_at		13		0		15775		4054		1945		3703				0

		96243_f_at				1		1160		185		1945										0				100113_s_at		13		1		2365		297		1945								0				100710_at		13		1		3720		351		1945						0

		96243_f_at		14		0		3005		410		1945		1445								0				100113_s_at		14		0		10648		1156		1945		5660						0				100710_at		14		0		4730		957		1945		622				0

		96243_f_at				1		1560		237		1945										0				100113_s_at		14		1		4988		590		1945								0				100710_at		14		1		2830		335		1945						0

		96243_f_at		15		0		2030		426		1945		-510								0				100113_s_at		15		0		34090		6221		1945		26535						0				100710_at		15		0		3580		602		1945		319				0

		96243_f_at				1		2540		1273		1945										0				100113_s_at		15		1		7555		996		1945								0				100710_at		15		1		2580		283		1945						0

		96243_f_at		0		0		1673		184		1946		330								0				100113_s_at		0		0		13810		2845		1946		6040						0				100710_at		0		0		7703		1574		1946		1079				0

		96243_f_at				1		1343		204		1946										0				100113_s_at		0		1		7770		873		1946								0				100710_at		0		1		4253		495		1946						0

		96243_f_at		1		0		1615		252		1946		342								0				100113_s_at		1		0		11063		1770		1946		7358						0				100710_at		1		0		14773		4407		1946		3727				0

		96243_f_at				1		1273		126		1946										0				100113_s_at		1		1		3705		627		1946								0				100710_at		1		1		2590		680		1946						0

		96243_f_at		2		0		1210		177		1946		-133								0				100113_s_at		2		0		13620		4067		1946		9730						0				100710_at		2		0		22828		4146		1946		3427				0

		96243_f_at				1		1343		196		1946										0				100113_s_at		2		1		3890		831		1946								0				100710_at		2		1		4230		719		1946						0

		96243_f_at		3		0		1600		270		1946		615								0				100113_s_at		3		0		7580		1276		1946		5870						0				100710_at		3		0		8620		1326		1946		1054				0

		96243_f_at				1		985		167		1946										0				100113_s_at		3		1		1710		272		1946								0				100710_at		3		1		2313		272		1946						0

		96243_f_at		4		0		2580		579		1946		1130								0				100113_s_at		4		0		10198		1840		1946		8448						0				100710_at		4		0		38330		3785		1946		-1164				0

		96243_f_at				1		1450		236		1946										0				100113_s_at		4		1		1750		354		1946								0				100710_at		4		1		15310		4949		1946						0

		96243_f_at		5		0		2800		569		1946		1490								0				100113_s_at		5		0		34558		6411		1946		25485						0				100710_at		5		0		66060		12000		1946		6322				0

		96243_f_at				1		1310		174		1946										0				100113_s_at		5		1		9073		1225		1946								0				100710_at		5		1		97490		5678		1946						0

		96243_f_at		6		0		1290		211		1946		340								0				100113_s_at		6		0		903		143		1946		53						0				100710_at		6		0		31708		7171		1946		6049				0

		96243_f_at				1		950		201		1946										0				100113_s_at		6		1		850		132		1946								0				100710_at		6		1		28615		1122		1946						0

		96243_f_at		7		0		2140		562		1946		1200								0				100113_s_at		7		0		870		121		1946		-23						0				100710_at		7		0		6515		983		1946		686				0

		96243_f_at				1		940		162		1946										0				100113_s_at		7		1		893		135		1946								0				100710_at		7		1		2613		297		1946						0

		96243_f_at		8		0		1435		222		1946		515								0				100113_s_at		8		0		1010		165		1946		52						0				100710_at		8		0		6885		1178		1946		452				0

		96243_f_at				1		920		618		1946										0				100113_s_at		8		1		958		174		1946								0				100710_at		8		1		7545		726		1946						0

		96243_f_at		9		0		2718		317		1946		295								0				100113_s_at		9		0		21830		3782		1946		16890						0				100710_at		9		0		7558		1402		1946		324				0

		96243_f_at				1		2423		210		1946										0				100113_s_at		9		1		4940		698		1946								0				100710_at		9		1		3610		1078		1946						0

		96243_f_at		10		0		3830		915		1946		1760								0				100113_s_at		10		0		10420		1644		1946		8690						0				100710_at		10		0		1950		378		1946		237				0

		96243_f_at				1		2070		328		1946										0				100113_s_at		10		1		1730		617		1946								0				100710_at		10		1		1143		141		1946						0

		96243_f_at		11		0		4783		553		1946		2250								0				100113_s_at		11		0		1220		84		1946		260						0				100710_at		11		0		2708		291		1946		-863				0

		96243_f_at				1		2533		306		1946										0				100113_s_at		11		1		960		143		1946								0				100710_at		11		1		2350		1154		1946						0

		96243_f_at		12		0		6393		738		1946		2298								0				100113_s_at		12		0		6388		754		1946		3708						0				100710_at		12		0		39855		4242		1946		1800				0

		96243_f_at				1		4095		383		1946										0				100113_s_at		12		1		2680		399		1946								0				100710_at		12		1		15115		2442		1946						0

		96243_f_at		13		0		1955		285		1946		1005								0				100113_s_at		13		0		4790		852		1946		2525						0				100710_at		13		0		23613		4335		1946		2831				0

		96243_f_at				1		950		178		1946										0				100113_s_at		13		1		2265		237		1946								0				100710_at		13		1		5200		1504		1946						0

		96243_f_at		14		0		3480		665		1946		1937								0				100113_s_at		14		0		9740		2012		1946		5037						0				100710_at		14		0		5153		709		1946		431				0

		96243_f_at				1		1543		176		1946										0				100113_s_at		14		1		4703		347		1946								0				100710_at		14		1		2978		278		1946						0

		96243_f_at		15		0		2128		264		1946		-312								0				100113_s_at		15		0		27023		4094		1946		20503						0				100710_at		15		0		3910		559		1946		45				0

		96243_f_at				1		2440		660		1946										0				100113_s_at		15		1		6520		1166		1946								0				100710_at		15		1		2798		514		1946						0
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